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Abstract

The presence of tumor-infiltrating lymphocytes (TIL) is a
favorable prognostic factor in breast cancer, but what drives
immune infiltration remains unknown. Here we examine if
clonal heterogeneity, total mutation load, neoantigen load,
copy number variations (CNV), gene- or pathway-level somatic
mutations, or germline polymorphisms (SNP) are associated
with immune metagene expression in breast cancer subtypes.
Thirteen published immune metagenes correlated separately
with genomic metrics in the three major breast cancer subtypes.
We analyzed RNA-Seq, DNA copy number, mutation and
germline SNP data of 627 ERþ, 207 HER2þ, and 191 triple-
negative (TNBC) cancers from The Cancer Genome Atlas.
P-values were adjusted for multiple comparisons, and permu-
tation testing was used to assess false discovery rates. Increased

immune metagene expression associated significantly with
lower clonal heterogeneity estimated by MATH score in all
subtypes and with a trend for lower overall mutation, neoanti-
gen, and CNV loads in TNBC and HER2þ cancers. In ERþ

cancers, mutation load, neoantigen load, and CNV load weakly
but positively associated with immune infiltration, which
reached significance for overall mutation load only. No highly
recurrent single gene or pathway level mutations associated
with immune infiltration. High immune gene expression and
lower clonal heterogeneity in TNBC and HER2þ cancers suggest
an immune pruning effect and equilibrium between immune
surveillance and clonal expansion. Thus, immune checkpoint
inhibitors may tip the balance in favor of immune surveillance
in these cancers. Cancer Res; 77(12); 1–8. �2017 AACR.

Introduction
The presence of immune infiltration in the breast cancermicro-

environment is a favorable prognostic marker particularly among
triple-negative (TNBC), HER2þ and highly proliferative estrogen
receptor (ER) positive cancers (1). High levels of immune infil-
tration, measured as either TIL count or expression of immune-
cell related genes, predicts for better survival with or without
systemic adjuvant therapy in early stage disease (2–6). Addition-
ally, breast cancers that are rich in immune cells, regardless of
subtype, have higher rates of pathologic complete response (pCR)
to neoadjuvant chemotherapy (7, 8). The extent of immune
infiltration is higher in TNBC and HER2þ cancers than in ERþ

disease (7).However, within each subtype there is great variability
in TIL counts ranging from no TILs in 10% to 20% of cancers to
lymphocyte predominant cancers (i.e., >50% of stromal cells are
lymphocytes) in 5% to 10% of cases (4, 7). The biological
mechanismsunderlying the variable TIL infiltration are unknown.

In a pooled analysis of solid tumors in The Cancer Genome
Atlas (TCGA) database, the total number of somatic mutations
and the number of new antigen epitopes (i.e., neoantigen load)
correlated with immune infiltration (9–11). In hepatocellular,
squamous cell lung cancer, and colorectal carcinomas greater
number of copy number alterations were associated with higher
immunogenicity (12–14). On the basis of these observations
one can hypothesize that the more genomic alterations a cancer
has, the greater the immune infiltration is, due to more immu-
nogenic neoantigens in these cancers. Somatic mutations in the
PI3KCA and MAPK genes were also shown to affect the immune
microenvironment (15–17). Germline polymorphisms influ-
ence predisposition to immune disorders and response to
infectious agents (18–20) and one could therefore speculate
that they may also influence antitumor immune response.

The goal of this studywas to systematically examinewhatDNA-
level genomic alterations are associated with immune cell infil-
tration, measured by immune metagene expression, and if these
associations differ by breast cancer subtype. We tested if either (i)
total mutation load, (ii) neoantigen load, (iii) copy number
variations (CNV), (iv) intratumor genomic heterogeneity, (v)
gene-level or (vi) biological pathway level somatic mutations, or
(vii) germline single-nucleotide variants (SNV) are associated
with immune gene expression. Although associations do not
imply a cause and effect relationship, they could lead to testable
hypotheses in the laboratory and in the clinic.

Materials and Methods
Data sources

We obtained gene-level RNA-Seq expression (n¼ 1,066), level-
4 copy number (n¼ 1,080), and germline SNVdata (n¼ 501) and
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corresponding clinical information from TCGA public access
portal. Supplementary Table S1 lists the TCGA samples included
in this study. Gene-level somatic mutation data (n ¼ 817 cases,
n ¼ 14,440 mutations) were obtained from Ciriello and collea-
gues (21). DNA segments were assigned to copy number catego-
ries based on GISTIC threshold scores. We filtered SNVs using the
Duplicated Genes Database (DGD), removed rare variants and
variants deviating from Hardy–Weinberg Equilibrium, and
retained only SNPs with moderate or high functional impact
(n ¼ 8,861) using Variant Effect Predictor (22) in the final
analysis.

Breast cancer subtypes were defined as (i) ERþ/HER� (here-
after referred to as ERþ), (ii) HERþwith any ER status (HER2þ),
and (iii) ER and HER2� (TNBC) based on the routine clinical
information available for the samples (n ¼ 1003 for ER and n ¼
892 for HER2). This routine clinical classification was chosen
over PAM50 subtyping because of its more direct clinical
applicability and to maintain consistency with previous
immune marker studies in breast cancer. When clinical receptor
status was unavailable or equivocal (n ¼ 63), HER2 and ER
status was assigned on the basis of mRNA expression of ERBB2
and ESR1, respectively. The final sample size for this study was
n ¼ 627 ERþ cases, n ¼ 207 HER2þ cases, and n ¼ 191 TNBC
cases.

Analysis plan
The expression levels of 13 previously reported immune meta-

genes were calculated as the mean of the log2-transformed
expression of the member genes (5–23). These metagenes corre-
spond to various immune cell types and reflect various immune
functions (Supplementary Table S2). The prognostic and chemo-
therapy response predictive value of each of thesemetagenes were
previously assessed in the TCGA and also independent data sets
(5, 23). In some analysis we selected the LCK metagene that
showed a high average coexpression with other immune signa-
tures and also correlated significantly with histologic tumor
infiltration lymphocyte count, as the single representative mea-
sure of immune infiltration for correlation with global genomic
metrics.

Neoantigen load data were taken from a previous publica-
tion (23). Overall deletion load was defined as the number of
genes with GISTIC value of "�2," and amplification load was
defined as the number of genes with GISTIC value of "þ2,"
indicating definite deletion or amplification of a given seg-
ment, respectively. Somatic mutations in TCGA whole exome
sequencing samples were detected using MuTech, as previously
described (24). Mutation load was calculated as the number of
somatic mutations in a sample, normalized by the total length
of sequences with adequate read coverage. Mutational hetero-
geneity was measured using the MATH score, which uses the
variance of the variant allele frequency distribution to approx-
imate clonal heterogeneity, however this metric is influenced by
the combined effect of clonality and copy number alterations
(25). Correlation between immune metagene expression as
continuous variable and the genomic metrics were assessed
using the Spearman rank correlation coefficient. Significance
was assessed by using the upper tail probabilities of Spearman's
rho (26).

The association between nonsynonymous somatic muta-
tions or high/intermediate functional impact germline SNVs
and immune infiltration was assessed with linear regression

after variants were collapsed at gene level. Histologic subtype
(infiltrating ductal vs. lobular carcinoma) and the mutation
load were included as additional covariates. The P-values were
adjusted by calculating empirical FDRs (�10%). Associations
between somatic mutations and immune metagene expression
were assessed in a "discovery" analysis, which included all
genes with mutation frequency >3%, and a "candidate gene"
analysis that included genes from biological pathways related
to antigen presenting, cytokines, chemokines, angiogenesis-
related signaling (27, 28), the MAPK pathway (29, 30), cell
adhesion, and epithelial-to-mesenchymal transition (31).
These pathways contained a total of 910 unique genes (Sup-
plementary Table S3).

The association between copy number alterations and
immune infiltration was assessed using linear regression of
metagene expression as a function of either amplifications or
deletions, with histologic subtype and the background rate of
copy number alterations included as covariates. Contiguous
regions with significant copy number effects (P < 0.05) were
defined as copy number peaks. To obtain a null distribution for
significance testing, the immune metagene expression value
was permuted 500 times and copy number peak significance
scores were generated for each permutation. The quantile of
each true peak within this null distribution was assigned as the
adjusted P value.

For pathway level analysis, we assembled 714 biological
pathways from the NCI Pathway Interaction and BioCarta
Pathway databases that correspond to most known biological
functions (32). For each pathway, we defined an "aberration
ratio score" calculated as the number of genes affected by either
mutation or copy number change (GISTIC score of þ2 or �2),
divided by the total number of genes in the pathway. We
examined the association between immune metagene expres-
sion and pathway aberration scores using linear regression
including the histological diagnosis as covariate. To calculate
significance, we constructed random gene sets with the same
number of genes as a given pathway from our pathway gene
pool and calculated aberration scores and their correlation with
immune gene expression for these random sets in 1,000 itera-
tions. The coefficients were compiled into a null distribution
for each pathway. An observed coefficient from the unper-
turbed data was considered significant if it was >95% percentile
of the null distribution.

Results
Correlation between immune metagenes and
global genomic metrics

The expression distribution of 13 immune metagenes in the
three breast cancer subtypes is shown in Supplementary Fig. S1
and the correlations betweenmetagene expressions are presented
in Fig. 1. The lymphocyte-specific kinase (LCK)metagene showed
high average correlation with other immune metagenes across all
subtypes and this metagene has also showed a strong correlation
with histologic TIL counts in breast cancer samples in a previous
study (5), which we have also observed in our data (Supplemen-
tary Fig. S2), therefore we selected this metagene as the best single
measure of immune infiltration. When compared across breast
cancer subtypes, the LCK metagene expression, mutation count,
neoantigen load and amplification, and deletion loads were all
higher in TNBC compared to the other breast cancer subtypes
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(Supplementary Fig. S3). When all breast cancers are analyzed
together, these genomic metrics correlate closely with TIL and
immune gene expression. This is because TNBCs are higher, and
ERþ cancers are lower, in both measures. Supplementary Fig. S4
shows the correlations between the 13 immune metagenes and 5
exome-wide genomic features including all breast cancers
combined.

Next, we examined the correlation between the 13 immune
metagene expression levels and five different measures of global
genomic aberrations in the three distinct breast cancer subtypes
separately. In the subtypes, correlations were weak and in TNBC
and HER2þ cancers tended to show an overall negative associa-
tion between immune signatures and the five different types of
genomic aberrations (Fig. 1). Correlation analysis revealed sta-
tistically significant negative associations between mutational
heterogeneity, measured byMATH score, and the several immune
metagenes in each breast cancer subtype. A significant positive
association was only seen in ERþ cancers for the STAT1 metagene
expression and overall mutation load. Supplementary Fig. S5
shows the correlation between the LCK metagene expression and
the five genomic features with the corresponding R2 values for
each subtype.

A potential confounder in mutation load and copy number
analysis is the variable tumor cellularity of the TCGA samples
and that cancers rich in TILs may have a higher normal to cancer
cell ratio. To assess if tumor cellularity influenced our results,
we applied computationally estimated tumor cellularity using
the ASCAT tool (33) to adjust mutation load for each sample
and have also performed immune gene signature correlation
with the somatic copy number alteration (SCNA) score from
Davoli and colleagues (34). The SCNA score is tumor aneu-
ploidy measure that is adjusted for tumor cellularity. Adjusting
for tumor cellularity did not substantially alter the associations
we observed (Supplementary Fig. S6).

It is important to point out that the correlation coefficients
between various immune metagenes and genomic metrics are
small, which reflect that many other important variables, which
are not captured by these genomic metrics, influence the extent of
lymphocytic infiltration.

Correlation between LCK metagene expression and somatic
mutations, CNVs and germline SNVs

Afterfiltering somaticmutations to includeonlymutationswith
>3% frequency, a total of 188, 104, and 37 mutated genes were
present in theERþ,HER2þ, andTNBCcohorts, respectively. InERþ

cancers, mutations in six genes were nominally significantly asso-
ciated with LCK metagene expression, but only two remained
significant after adjusting for multiple hypothesis testing (FDR <
10%). Mutations in MAP2K4, which affected 5.3% of cases, were
associated with lower, and mutations in TP53 (17.5% of cases)
with higher LCK metagene expression (Table 1). In TNBC, muta-
tions in sevengeneshadnominally significantassociationbutonly
tworemainedsignificantatFDR<10%.Mutations inMYH9(4.1%
of cases) and HERC2 (3.4% of cases) were both associated with
lower LCK metagene expression (Table 1). There were no gene-
level mutations significantly associated with immune infiltration
in HER2þ cancers. When we restricted analysis only to genes that
are involved in regulating the immune system, no additional gene
levelmutationswere identified as significant. These results suggest
that the primary driver of immune infiltration in breast cancers is
not recurrent somatic mutations.

We performed similar analysis for germline polymorphisms.
No SNP was significantly associated with higher immune infil-
tration in any subtype. In TNBC,we could identify three SNPs that
were significantly associated with lower immune infiltration after
adjusting for multiple hypothesis testing. These included
rs425757 and rs410232, both in the coding regions of the CFHR1
gene, and rs470797 in the coding region of MLP (Table 1). These
results suggest minimal contribution from germline polymorph-
isms reported in the TCGA data, to immune infiltration in breast
cancer.

Next, we examined associations between amplifications or
deletions and LCKmetagene expression. In TNBC, two amplicons
5p12-14.3 and 17q11-241 showed significant association with
decreased LCKmetagene expression (Table 1). In HER2þ cancers,
we found four significant amplifications (1q21-23.1, 1q24-32.1,
17q21.2, 17q21.32) associated with decreased immune infiltra-
tion, and one deletion (1p13.2-36.33) associated with increased
immune infiltration (Table 1). In ERþ cancers, no copy number
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Figure 1.

Correlation between immune metagene expression and mutation, neoantigen, amplification, and deletion loads, and tumor genomic heterogeneity. ERþ (A);
triple-negative (B); HER2þ (C) cancers. Spearman correlation coefficients are shown color-coded to illustrate positive (red) or negative (blue) associations.
The top portion shows correlation between immune metagenes, and the lower part between the metagenes and genomic aberration metrics. Significant
correlations at P < 0.0001 are outlined in bold.
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alterations were significantly associated with immune infiltration
after multiple testing adjustment.

Taken together, these results indicate that there are no recurrent
mutations, germline polymorphisms or copy number alterations
that account for the majority of between-cancer variability in
immune gene expression.

Association between LCK metagene expression and biological
pathway-level alterations

In ERþ cancers, aberrations in 11 pathways showed association
with immune gene expression at FDR < 10%, 10 of which were
associated with lower immune infiltration (Table 1). Eight of the
10 pathways included members of the MAP-kinase family

Table 1. Genomic alterations significantly associated with either higher or lower LCK immune metagene expression by breast cancer subtype

Associated with lower immune gene expression Associated with higher immune gene expression
Somatic mutations

Frequency Frequency
ERþ ERþ

MAP2K4 5.3% TP53 17.5%
TNBC TNBC
MYH9 4.1% None
HERC2 3.4% HER2þ

HER2þ None
None

Germline SNPs
ERþ ERþ

None — N/A
TNBC TNBC
rs425757 41.2% None
rs410232 33.8% HER2þ

rs470797 30.9% None
HER2þ

None
Copy number amplifications

ERþ ERþ
None None N/A

TNBC TNBC
5p12-14.3 39% None
7q11-241 18.5% HER2þ

HER2þ None
1q21-23.1 69.5%
1q24-32.1 74.9%
17q21.2 28.6%
17q21.32 26.1%

Copy number deletions
ERþ N/A ERþ

None None
TNBC TNBC
None None

HER2 HER2þ

None 1p13.2-36.33 46.9%
Pathway aberrations

ERþ ERþ

Ceramide signaling 53.4% Sumoylation/CtBP 25.5%
GPCR signaling 17.3%
keratinocyte differentiation 58.4% TNBC
BIOCARTA_KERATINOCYTE PATHWAY 60.8% STAT3 signaling 4.1%
TNFR2 signaling 24.7% CBL-induced downregulation of EGFR 5.5%
TLR pathway 58.0% Chr7p11.2 4.8%
eicosanoid metabolism 16.0% BIOCARTA_CK1 4.8%
FOXA2/3 transcription factor networks 40.5% BIOCARTA_SARS 6.2%
PYK2/MAPK 56.5%
BIOCARTA_STRESS 43.2% HER2þ

Oxidative stress induced NRF2 3.4%
TNBC How does salmonella hijack a cell 6%
RNA polymerase III transcription 7.6% BIOCARTA_ETC 3.4%
Calcium signaling in the CD4 TCR pathway 6.9% BIOCARTA_NOS 4.7%
JNK signaling in the CD4 TCR pathway 4.8%
BIOCARTA_ARENRF2 3.4%

HER2þ

Regulation of spermatogenesis 8.7%
IFNa 4.7%
Activation of PKA 5.4%

NOTE: Percentages show the fraction of cases in a given subtype that harbor the alteration.
Abbreviation: N/A, not applicable, because no event was observed.
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Figure 2.

Genomic alterations associated with LCK immune metagene expression in ERþ (A), triple-negative (B), and HER2þ (C) cancers. Each column represents a
sample ordered in ascending order by LCK metagene expression. Each row indicates a type of genomic abnormality that is statistically significantly associated with
immune infiltration. Somatic mutations and germline SNPs are shown as binary (i.e., present or absent) variables. Mutation load, neoantigen load, total copy
number alteration count, and intratumorheterogeneity (MATHscore) andpathwayalterations (i.e., higher proportionofmutatedgenes in thepathway is indicated by
deeper shade) are displayed as continuous variables. Pathway alterations are displayed as combined alterations and also as amplifications or deletions only.
White, normal genotype; gray, missing data.
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(MAP3K1, MAPK8, MAP2K4, MAPK1, MAPK3, MAP2K1,
MAPK14, MAP2K3), suggesting that alterations in MAPK signal-
ing may lead to lower cancer immunogenicity. In TNBC, aberra-
tions in nine pathways showed association with immune infil-
tration at FDR <10% and in HER2þ cancers, aberrations in seven
pathways had FDR < 10% (Table 1). An overview of all significant
genomic aberrations at the level of individual cases in each breast
cancer subtype are presented in Fig. 2. The results illustrate that the
extent of immune cell infiltration is not associated with highly
recurrent genomic events but rather with unique combinations of
genomic alterations in each cancer.

Discussion
We examined associations between immune metagene expres-

sion and a broad range of DNA-level alterations in breast cancer
subtypes. In all subtypes, higher immune metagene expression
was statistically significantly associated with lower clonal hetero-
geneity. In TNBC and HER2þ cancers, higher overall mutation,
neoantigen, and CNV loads were also consistently, but not sta-
tistically significantly associated with lower expression of a broad
range of immune metagenes. These observations support an
immunepruning/immune editing effect that is particularly appar-
ent in TNBC. Although cancer neoantigenes are required for
mounting an anticancer immune response (35) and a more
disturbed cancer genome is more likely to produce more immu-
nogenic epitopes, a robust local antitumor immune response is
expected to continuously eliminate highly immunogenic clones
and slow the genomic diversification of the cancer or could even
lead to complete elimination before it becomes clinically appar-
ent. In the case of clinically apparent, immune-rich cancers,
immune surveillance does not completely control the growth
butmay impose a precarious balance (i.e., near-equilibrium) for a
variable length of time,which could be tipped in favor of immune
elimination (of microscopic residual cancer) with interventions

such as surgery, chemotherapy, or immune checkpoint therapy
(36). This model could explain the better prognosis of immune
rich cancers and also raise the possibility that immune therapy
may have a chemo-preventive effect. In this framework, TNBC
with no, or very low, immune infiltration represent cancers that
have escaped immune surveillance and are no longer subject to
clonal elimination by immune cells, which explains their greater
clonal heterogeneity higher mutation load and worse prognosis
(Fig. 3).

In contrast, in ERþ cancers, we detected a positive but weak
association of mutation, neoantigen, and CNV loads with
immune infiltration, which reached significance for the overall
mutation load (i.e., higher mutation load correlated with higher
immune infiltration). These results suggest a different dynamic
between immune surveillance and subsequent immune editing
in ERþ breast cancer. One might speculate that this difference
may reflect the different proliferation rate of these cancers. Most
ERþ cancers have a slower growth rate and may spend a longer
time in the various phases of "immune struggle," whereas TNBC
has a higher proliferation rate, which could accelerate, reach-
ing either a state of immune escape or near-equilibrium with
immune surveillance.

Our original goal was to identify DNA level alterations that are
associated with low or high immune gene expression and could
therefore suggest possible molecular causes for the variable levels
of immune infiltration.We could not identify any high frequency,
recurrent, gene-level DNA alterations that are significantly asso-
ciated with immune metagene expression in breast cancer. This is
consistent with a previous report that showed no recurrent
neoantigens in cancers but rather a broad distribution of indi-
vidually rare tumor neoantigens (37). However, in all breast
cancer subtypes we observed a few genomic alterations that were
significantly associated with immune metagene expression even
after adjusting for multiple comparisons (Table 1). Each individ-
ual alteration was rare and accounted for only a small portion of

Figure 3.

Schema of tumor evolution under
immune editing. A, Neoantigenes are
required for mounting an initial
anticancer immune response and
genomic heterogeneity can foster this.
B, A subsequent antitumor immune
response may eliminate many of the
immunogenic clones and lead to lower
clonal heterogeneity and a near-
equilibrium. C, With the emergence
of immune escape mechanisms,
the cancer becomes clonally
heterogeneous again, because it is
no longer subject to clonal elimination
by immune cells. Tumors may
progress through these phases at
different rate depending on
proliferation rate and other variables.
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variability in immune gene expression. Overall, our analysis
indicates that immune infiltration in breast cancer subtypes is
not associated with a few highly recurrent genomic events but
rather by a broad spectrum of gene and pathway level alterations
that each affect small subsets of patients within each subtype. It is
tempting to speculate that at least some of the alterations may
mechanistically contribute to determining immune infiltration.
For examples, in TNBC, two missense SNVs (rs425757 and
rs410232) in the CFHR1 (Complement Factor H related 1) gene,
an inhibitor of the complement cascade (38, 39), and the stop-
gain variant in MBP (Myelin Basic Protein) gene (rs470797) that
can regulate Th2 cells (40, 41)were associatedwith lower immune
infiltration. Amplifications at the 17q11-241 region were also
associated with lower immune infiltration in TNBC. This ampli-
con includes the Chemokine (C-CMotif) Receptor 7 (CCR7) gene
and high expression of CCR7 was previously shown to cause
decreased T-cell presence in the melanoma (42). Deletion in the
1p13-36 region was associated with increased immune infiltra-
tion in HER2þ cancers and this amplicon contains the immune
checkpoint genes tumor necrosis factor receptor superfamily
member 18 and 25 (TNFRSF18 and TNFRSF25). In ERþ cancers,
mutations inMAPK kinase 4 (MAP2K4) were associated with low
immune infiltration. Pathway-level analysis also identified several
biological pathways that had alterations significantly more fre-
quently in cancers with lower immune infiltration, and nine of
these pathways included MAPK genes. This pathway was previ-
ously linked regulation of the tumor microenvironment.
Although these associations do not prove a cause-and-effect
relationship, they raise experimentally testable hypotheses and
suggest a multiplicity of potential biological mechanisms that
influence local antitumor immunity.

In summary, our data suggest that immune surveillance has an
impact on sculpting the breast cancer genome. Cancers that have
minimal or no immune infiltration have greater clonal hetero-
geneity, likely suggesting an escape from immune surveillance.

However, cancers with high immune infiltration may be in near-
equilibrium. These observations suggest that immune checkpoint
inhibitors may be the most effective to tilt the balance in favor of
immune surveillance in the immune-rich, breast cancers. For
breast cancers with little immune infiltration, more complex
immunotherapy strategies may be needed to rekindle immune
response against a clonally diverse neoplastic population.
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SupplTable S1

				TCGA.ID		X		TCGA.Barcode		Unique.Order		Age		Stage		ER		PR		HER2		type		LCK metageneexpression

		1		A03L		1		TCGA-AO-A03L		342		34		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		3.734039287

		2		A03O		2		TCGA-AO-A03O		345		69		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.045963403

		3		A03P		3		TCGA-AO-A03P		346		54		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.385669793

		4		A03R		4		TCGA-AO-A03R		347		57		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.031778912

		5		A03T		5		TCGA-AO-A03T		348		42		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.471325127

		6		A03V		6		TCGA-AO-A03V		350		41		Stage I		Positive		Positive		Negative		ER+/HER2-		2.996119108

		7		A03X		7		TCGA-AN-A03X		303		74		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.473543252

		8		A03Y		8		TCGA-AN-A03Y		304		66		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.06171091

		9		A041		9		TCGA-AN-A041		305		29		Stage IIB		Positive		Negative		Positive		ER+/HER2+		2.508577746

		10		A046		10		TCGA-AN-A046		306		68		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.09314389

		11		A049		11		TCGA-AN-A049		307		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.474049631

		12		A04A		12		TCGA-AN-A04A		308		36		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.18337414

		13		A04C		13		TCGA-AN-A04C		309		51		Stage IIB		Negative		Negative		Positive		ER-/HER2+		2.845189183

		14		A04D		14		TCGA-AN-A04D		310		58		Stage IIB		Negative		Negative		Negative		ER-/HER2-		2.08931183

		15		A04J		15		TCGA-AQ-A04J		390		45		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.339741033

		16		A04N		16		TCGA-A2-A04N		23		66		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.822427387

		17		A04P		17		TCGA-A2-A04P		24		36		Stage IIIC		Negative		Negative		Negative		ER-/HER2-		3.651152837

		18		A04Q		18		TCGA-A2-A04Q		25		48		Stage IA		Negative		Negative		Negative		ER-/HER2-		6.685622064

		19		A04R		19		TCGA-A2-A04R		26		36		Stage IA		Positive		Positive		Negative		ER+/HER2-		1.098480866

		20		A04T		20		TCGA-A2-A04T		27		62		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.221521248

		21		A04U		21		TCGA-A2-A04U		28		47		Stage IIA		Negative		Negative		Negative		ER-/HER2-		1.316474749

		22		A04V		22		TCGA-A2-A04V		29		39		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.391618818

		23		A04W		23		TCGA-A2-A04W		30		50		Stage IIB		Negative		Negative		Positive		ER-/HER2+		2.427446379

		24		A04X		24		TCGA-A2-A04X		31		34		Stage IIA		Positive		Positive		Positive		ER+/HER2+		5.429650912

		25		A04Y		25		TCGA-A2-A04Y		32		53		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.446791561

		26		A06N		26		TCGA-A8-A06N		175		66		Stage IIIB		Positive		Negative		Negative		ER+/HER2-		2.44520935

		27		A06O		27		TCGA-A8-A06O		176		60		Stage I		Positive		Positive		Negative		ER+/HER2-		3.146340589

		28		A06P		28		TCGA-A8-A06P		177		63		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.487730539

		29		A06Q		29		TCGA-A8-A06Q		178		63		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		1.5652702

		30		A06R		30		TCGA-A8-A06R		179		69		Stage IIB		Positive		Negative		Positive		ER+/HER2+		4.06587663

		31		A06T		31		TCGA-A8-A06T		180		75		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		4.319949998

		32		A06U		32		TCGA-A8-A06U		181		80		Stage IIB		Positive		Positive		Positive		ER+/HER2+		4.458167501

		33		A06X		33		TCGA-A8-A06X		182		77		Stage IIB		Positive		Negative		Positive		ER+/HER2+		4.422965192

		34		A06Y		34		TCGA-A8-A06Y		183		66		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.697423869

		35		A06Z		35		TCGA-A8-A06Z		184		84		Stage IIB		Positive		Positive		Negative		ER+/HER2-		1.240359855

		36		A075		36		TCGA-A8-A075		185		42		Stage IIB		Positive		Positive		Positive		ER+/HER2+		4.805469524

		37		A076		37		TCGA-A8-A076		186		66		Stage IIA		Positive		Positive		Positive		ER+/HER2+		3.422756175

		38		A079		38		TCGA-A8-A079		187		69		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		2.22652974

		39		A07B		39		TCGA-A8-A07B		188		69		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.821576702

		40		A07C		40		TCGA-A8-A07C		189		57		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.949930306

		41		A07E		41		TCGA-A8-A07E		190		81		Stage X		Positive		Positive		Negative		ER+/HER2-		3.80790119

		42		A07F		42		TCGA-A8-A07F		191		65		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.617874564

		43		A07G		43		TCGA-A8-A07G		192		65		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.953711471

		44		A07I		44		TCGA-A8-A07I		193		69		Stage IIIA		Positive		Negative		Positive		ER+/HER2+		4.275053057

		45		A07J		45		TCGA-A8-A07J		194		35		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.80967126

		46		A07L		46		TCGA-A8-A07L		195		58		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.233826117

		47		A07O		47		TCGA-A8-A07O		196		51		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.800390416

		48		A07P		48		TCGA-A8-A07P		197		68		Stage IIB		Positive		Positive		Positive		ER+/HER2+		2.542538597

		49		A07R		49		TCGA-A8-A07R		198		80		Stage IIIC		Negative		Negative		Positive		ER-/HER2+		2.437798935

		50		A07S		50		TCGA-A8-A07S		199		73		Stage IIA		Positive		Negative		Negative		ER+/HER2-		2.232556746

		51		A07U		51		TCGA-A8-A07U		200		66		Stage IIIA		Negative		Positive		Negative		ER-/HER2-		6.469484543

		52		A07W		52		TCGA-A8-A07W		201		76		Stage IV		Positive		Positive		Negative		ER+/HER2-		3.563423127

		53		A07Z		53		TCGA-A8-A07Z		202		85		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.317338069

		54		A081		54		TCGA-A8-A081		203		80		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.445317045

		55		A082		55		TCGA-A8-A082		204		58		Stage IIB		Positive		Positive		Negative		ER+/HER2-		1.069124963

		56		A083		56		TCGA-A8-A083		205		67		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.689772718

		57		A084		57		TCGA-A8-A084		206		81		Stage IIB		Positive		Negative		Negative		ER+/HER2-		2.640063446

		58		A085		58		TCGA-A8-A085		207		44		Stage IIB		Positive		Positive		Negative		ER+/HER2-		-3.389036049

		59		A086		59		TCGA-A8-A086		208		59		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.117265457

		60		A08A		60		TCGA-A8-A08A		209		89		Stage I		Positive		Positive		Negative		ER+/HER2-		3.704282423

		61		A08B		61		TCGA-A8-A08B		210		52		Stage IIA		Positive		Negative		Positive		ER+/HER2+		4.337659299

		62		A08C		62		TCGA-A8-A08C		211		65		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.70905767

		63		A08F		63		TCGA-A8-A08F		212		59		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		5.050038944

		64		A08G		64		TCGA-A8-A08G		213		41		Stage IIA		Positive		Positive		Positive		ER+/HER2+		3.638217212

		65		A08H		65		TCGA-A8-A08H		214		66		Stage IIA		Positive		Positive		Positive		ER+/HER2+		4.794202194

		66		A08I		66		TCGA-A8-A08I		215		53		Stage IIA		Positive		Positive		Negative		ER+/HER2-		6.566730742

		67		A08J		67		TCGA-A8-A08J		216		52		Stage IV		Positive		Negative		Negative		ER+/HER2-		3.002579972

		68		A08L		68		TCGA-A8-A08L		217		89		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		4.855153595

		69		A08O		69		TCGA-A8-A08O		218		45		Stage IV		Positive		Positive		Negative		ER+/HER2-		2.543752482

		70		A08P		70		TCGA-A8-A08P		219		70		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		5.107447933

		71		A08R		71		TCGA-A8-A08R		220		52		Stage IIB		Negative		Negative		Negative		ER-/HER2-		5.432417161

		72		A08S		72		TCGA-A8-A08S		221		71		Stage IIA		Positive		Positive		Positive		ER+/HER2+		4.617550871

		73		A08T		73		TCGA-A8-A08T		222		64		Stage IV		Positive		Positive		Positive		ER+/HER2+		3.027258221

		74		A08X		74		TCGA-A8-A08X		223		43		Stage IIIC		Negative		Negative		Positive		ER-/HER2+		4.028993848

		75		A08Z		75		TCGA-A8-A08Z		224		76		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		3.240331897

		76		A090		76		TCGA-A8-A090		225		74		Stage IIA		Positive		Positive		Positive		ER+/HER2+		4.006447881

		77		A091		77		TCGA-A8-A091		226		61		Stage IIA		Positive		Negative		Negative		ER+/HER2-		2.73468122

		78		A092		78		TCGA-A8-A092		227		48		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.951916111

		79		A093		79		TCGA-A8-A093		228		61		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.448072437

		80		A094		80		TCGA-A8-A094		229		75		Stage IIA		Positive		Negative		Negative		ER+/HER2-		5.340898118

		81		A095		81		TCGA-A8-A095		230		45		Stage I		Positive		Positive		Negative		ER+/HER2-		3.688803229

		82		A096		82		TCGA-A8-A096		231		73		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.880928305

		83		A097		83		TCGA-A8-A097		232		65		Stage IIB		Positive		Positive		Positive		ER+/HER2+		3.728048787

		84		A099		84		TCGA-A8-A099		233		76		Stage X		Positive		Positive		Positive		ER+/HER2+		2.436646137

		85		A09A		85		TCGA-A8-A09A		234		40		Stage X		Positive		Positive		Negative		ER+/HER2-		3.862849228

		86		A09B		86		TCGA-A8-A09B		235		58		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		2.305422745

		87		A09C		87		TCGA-A8-A09C		236		69		Stage X		Positive		Positive		Negative		ER+/HER2-		1.725397741

		88		A09D		88		TCGA-A8-A09D		237		47		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.047975893

		89		A09E		89		TCGA-A8-A09E		238		73		Stage IIIB		Positive		Positive		Positive		ER+/HER2+		2.021498264

		90		A09G		90		TCGA-A8-A09G		239		79		Stage IIIC		Positive		Negative		Positive		ER+/HER2+		5.193604384

		91		A09I		91		TCGA-A8-A09I		240		84		Stage IIA		Positive		Positive		Positive		ER+/HER2+		5.164921926

		92		A09K		92		TCGA-A8-A09K		241		68		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.774838718

		93		A09M		93		TCGA-A8-A09M		242		75		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		4.617450556

		94		A09N		94		TCGA-A8-A09N		243		57		Stage IIIC		Positive		Positive		Positive		ER+/HER2+		3.651415746

		95		A09Q		95		TCGA-A8-A09Q		244		83		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		5.511488805

		96		A09R		96		TCGA-A8-A09R		245		82		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.97582099

		97		A09T		97		TCGA-A8-A09T		246		68		Stage X		Positive		Positive		Negative		ER+/HER2-		2.105731075

		98		A09V		98		TCGA-A8-A09V		247		51		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.775045662

		99		A09W		99		TCGA-A8-A09W		248		70		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		3.842478946

		100		A09X		100		TCGA-A8-A09X		249		62		Stage IIIC		Negative		Negative		Negative		ER-/HER2-		4.779582915

		101		A09Z		101		TCGA-A8-A09Z		250		83		Stage IIB		Positive		Negative		Negative		ER+/HER2-		5.472933876

		102		A0A1		102		TCGA-A8-A0A1		251		84		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.981675633

		103		A0A2		103		TCGA-A8-A0A2		252		66		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.610526544

		104		A0A4		104		TCGA-A8-A0A4		253		73		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.160626921

		105		A0A6		105		TCGA-A8-A0A6		254		64		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		5.270555032

		106		A0A7		106		TCGA-A8-A0A7		255		57		Stage IIB		Negative		Negative		Positive		ER-/HER2+		6.343779775

		107		A0A9		107		TCGA-A8-A0A9		256		80		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.961110686

		108		A0AB		108		TCGA-A8-A0AB		257		54		Stage IIA		Positive		Positive		Positive		ER+/HER2+		0.398289001

		109		A0AD		109		TCGA-A8-A0AD		258		83		Stage I		Positive		Positive		Negative		ER+/HER2-		2.084981791

		110		A0AJ		110		TCGA-AN-A0AJ		311		79		Stage IIB		Positive		Positive		Positive		ER+/HER2+		5.272926564

		111		A0AK		111		TCGA-AN-A0AK		312		76		Stage IIA		Positive		Negative		Positive		ER+/HER2+		3.737427904

		112		A0AL		112		TCGA-AN-A0AL		313		41		Stage IIIB		Negative		Negative		Negative		ER-/HER2-		5.091119295

		113		A0AM		113		TCGA-AN-A0AM		314		56		Stage IIA		Positive		Negative		Negative		ER+/HER2-		4.576081347

		114		A0AR		114		TCGA-AN-A0AR		315		55		Stage IIA		Negative		Negative		Negative		ER-/HER2-		0.915771136

		115		A0AS		115		TCGA-AN-A0AS		316		70		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		2.594875604

		116		A0AT		116		TCGA-AN-A0AT		317		62		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.549956594

		117		A0AU		117		TCGA-BH-A0AU		524		45		Stage IIA		Positive		Positive		Positive		ER+/HER2+		4.138740733

		118		A0AV		118		TCGA-BH-A0AV		525		52		Stage I		Negative		Negative		Negative		ER-/HER2-		3.024710611

		119		A0AW		119		TCGA-BH-A0AW		526		56		Stage IIA		Positive		Negative		Positive		ER+/HER2+		5.473373943

		120		A0AY		120		TCGA-BH-A0AY		527		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.474920528

		121		A0AZ		121		TCGA-BH-A0AZ		529		47		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.030199128

		122		A0B0		122		TCGA-BH-A0B0		531		56		Stage I		Positive		Positive		Negative		ER+/HER2-		5.067556009

		123		A0B1		123		TCGA-BH-A0B1		532		66		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.144454487

		124		A0B2		124		TCGA-BH-A0B2		533		43		Stage I		Positive		Positive		Negative		ER+/HER2-		6.114389255

		125		A0B3		125		TCGA-BH-A0B3		535		53		Stage IIB		Negative		Negative		Negative		ER-/HER2-		5.068652185

		126		A0B4		126		TCGA-BH-A0B4		536		65		Stage IIIA		Positive		Positive		Equivocal		Unclassified		3.425407846

		127		A0B5		127		TCGA-BH-A0B5		537		40		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.001848481

		128		A0B6		128		TCGA-BH-A0B6		539		47		Stage I		Positive		Positive		Positive		ER+/HER2+		6.681922466

		129		A0B7		129		TCGA-BH-A0B7		541		42		Stage IIB		Positive		Positive		Positive		ER+/HER2+		5.057200993

		130		A0B8		130		TCGA-BH-A0B8		542		64		Stage I		Positive		Positive		Negative		ER+/HER2-		2.279252171

		131		A0B9		131		TCGA-BH-A0B9		544		44		Stage IA		Negative		Negative		Negative		ER-/HER2-		5.189583513

		132		A0BA		132		TCGA-BH-A0BA		546		51		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.873415728

		133		A0BC		133		TCGA-BH-A0BC		548		60		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		4.088016052

		134		A0BD		134		TCGA-BH-A0BD		549		47		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.40362414

		135		A0BF		135		TCGA-BH-A0BF		550		56		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.962406681

		136		A0BG		136		TCGA-BH-A0BG		551		73		Stage I		Negative		Negative		Negative		ER-/HER2-		5.704049987

		137		A0BJ		137		TCGA-BH-A0BJ		553		41		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.3829037

		138		A0BL		138		TCGA-BH-A0BL		554		35		Stage I		Negative		Negative		Negative		ER-/HER2-		5.795260333

		139		A0BM		139		TCGA-BH-A0BM		556		54		Stage IIB		Positive		Negative		Negative		ER+/HER2-		3.130773452

		140		A0BO		140		TCGA-BH-A0BO		557		54		Stage I		Positive		Positive		Negative		ER+/HER2-		4.417493124

		141		A0BP		141		TCGA-BH-A0BP		558		76		Stage I		Positive		Positive		Negative		ER+/HER2-		3.227079876

		142		A0BQ		142		TCGA-BH-A0BQ		560		39		Stage I		Positive		Positive		Positive		ER+/HER2+		4.17848521

		143		A0BR		143		TCGA-BH-A0BR		561		59		Stage I		Positive		Positive		Negative		ER+/HER2-		4.162417332

		144		A0BS		144		TCGA-BH-A0BS		563		55		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		1.687337285

		145		A0BT		145		TCGA-BH-A0BT		564		56		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.11349724

		146		A0BV		146		TCGA-BH-A0BV		566		78		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.256944155

		147		A0BW		147		TCGA-BH-A0BW		568		71		Stage I		Negative		Negative		Negative		ER-/HER2-		6.636124547

		148		A0BZ		148		TCGA-BH-A0BZ		570		59		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		5.58866949

		149		A0C0		149		TCGA-BH-A0C0		572		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		6.398525671

		150		A0C3		150		TCGA-BH-A0C3		575		47		Stage I		Positive		Negative		Negative		ER+/HER2-		4.330211041

		151		A0CD		151		TCGA-A7-A0CD		125		66		Stage I		Positive		Positive		Equivocal		Unclassified		2.07389713

		152		A0CE		152		TCGA-A7-A0CE		126		57		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.894239816

		153		A0CG		153		TCGA-A7-A0CG		128		78		Stage IIA		Positive		Negative		Negative		ER+/HER2-		4.6102334

		154		A0CH		154		TCGA-A7-A0CH		129		79		Stage IIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		2.554699976

		155		A0CJ		155		TCGA-A7-A0CJ		131		57		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.197471905

		156		A0CK		156		TCGA-A2-A0CK		33		60		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.106385363

		157		A0CL		157		TCGA-A2-A0CL		34		37		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		6.783928464

		158		A0CM		158		TCGA-A2-A0CM		35		40		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.905614667

		159		A0CO		159		TCGA-A2-A0CO		36		85		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.489462283

		160		A0CP		160		TCGA-A2-A0CP		37		60		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.842654912

		161		A0CQ		161		TCGA-A2-A0CQ		38		62		Stage IA		Positive		Positive		Negative		ER+/HER2-		1.554023371

		162		A0CR		162		TCGA-A2-A0CR		39		54		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.578704862

		163		A0CS		163		TCGA-A2-A0CS		40		73		Stage IV		Positive		Positive		Negative		ER+/HER2-		2.679560725

		164		A0CT		164		TCGA-A2-A0CT		41		71		Stage IIA		Positive		Negative		Equivocal		Unclassified		2.901585415

		165		A0CU		165		TCGA-A2-A0CU		42		73		Stage IIA		Positive		Positive		Equivocal		Unclassified		2.66168066

		166		A0CV		166		TCGA-A2-A0CV		43		41		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.346958701

		167		A0CW		167		TCGA-A2-A0CW		44		67		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.238631394

		168		A0CX		168		TCGA-A2-A0CX		45		52		Stage IIA		Positive		Negative		Positive		ER+/HER2+		4.017353489

		169		A0CY		169		TCGA-A2-A0CY		46		63		Stage IIB		Positive		Positive		Negative		ER+/HER2-		0.886396258

		170		A0CZ		170		TCGA-A2-A0CZ		47		46		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.747575175

		171		A0D0		171		TCGA-A2-A0D0		48		60		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.836913299

		172		A0D1		172		TCGA-A2-A0D1		49		76		Stage IIA		Negative		Negative		Positive		ER-/HER2+		1.758325882

		173		A0D2		173		TCGA-A2-A0D2		50		45		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.057950048

		174		A0D3		174		TCGA-A2-A0D3		51		42		Stage IA		Positive		Positive		Negative		ER+/HER2-		4.565645481

		175		A0D4		175		TCGA-A2-A0D4		52		37		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.287526727

		176		A0D9		176		TCGA-A7-A0D9		133		37		Stage IIA		Positive		Negative		Negative		ER+/HER2-		1.887737681

		177		A0DA		177		TCGA-A7-A0DA		134		62		Stage IIA		Negative		Negative		Negative		ER-/HER2-		2.301914029

		178		A0DB		178		TCGA-A7-A0DB		135		56		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.188421124

		179		A0DC		179		TCGA-A7-A0DC		138		63		Stage IA		Positive		Negative		Negative		ER+/HER2-		-3.379702968

		180		A0DD		180		TCGA-BH-A0DD		579		58		Stage IIB		Positive		Positive		Positive		ER+/HER2+		3.815223366

		181		A0DE		181		TCGA-BH-A0DE		580		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.608144236

		182		A0DG		182		TCGA-BH-A0DG		581		30		Stage IIA		Positive		Negative		Negative		ER+/HER2-		4.323081814

		183		A0DH		183		TCGA-BH-A0DH		583		63		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.485429972

		184		A0DI		184		TCGA-BH-A0DI		585		63		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.159390182

		185		A0DK		185		TCGA-BH-A0DK		587		49		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.053385212

		186		A0DL		186		TCGA-BH-A0DL		588		64		Stage IIA		Positive		Negative		Negative		ER+/HER2-		5.50840076

		187		A0DP		187		TCGA-BH-A0DP		592		60		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.002139713

		188		A0DQ		188		TCGA-BH-A0DQ		595		42		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.023067322

		189		A0DS		189		TCGA-BH-A0DS		596		71		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.661695927

		190		A0DT		190		TCGA-BH-A0DT		598		41		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.31051628

		191		A0DV		191		TCGA-BH-A0DV		599		54		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.582265212

		192		A0DX		192		TCGA-BH-A0DX		601		62		Stage I		Positive		Positive		Negative		ER+/HER2-		3.492448969

		193		A0DZ		193		TCGA-BH-A0DZ		602		43		Stage IIB		Positive		Positive		Positive		ER+/HER2+		3.791759601

		194		A0E0		194		TCGA-BH-A0E0		605		38		Stage IIIC		Negative		Negative		Negative		ER-/HER2-		2.23566574

		195		A0E1		195		TCGA-BH-A0E1		606		52		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.40918724

		196		A0E2		196		TCGA-BH-A0E2		608		49		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.888338231

		197		A0E6		197		TCGA-BH-A0E6		609		69		Stage IA		Negative		Negative		Negative		ER-/HER2-		4.041483702

		198		A0E7		198		TCGA-BH-A0E7		610		79		Stage IIB		Positive		Positive		Negative		ER+/HER2-		1.134539109

		199		A0EA		199		TCGA-BH-A0EA		612		72		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.528209418

		200		A0EB		200		TCGA-BH-A0EB		613		69		Stage IA		Positive		Positive		Negative		ER+/HER2-		4.109205382

		201		A0EE		201		TCGA-BH-A0EE		614		68		Stage IIB		Negative		Negative		Positive		ER-/HER2+		4.306085259

		202		A0EI		202		TCGA-BH-A0EI		615		51		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.108711807

		203		A0EM		203		TCGA-A2-A0EM		53		73		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.194403577

		204		A0EN		204		TCGA-A2-A0EN		54		70		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.119762303

		205		A0EO		205		TCGA-A2-A0EO		55		54		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.886329678

		206		A0EP		206		TCGA-A2-A0EP		56		56		Stage I		Positive		Negative		Negative		ER+/HER2-		5.962036115

		207		A0EQ		207		TCGA-A2-A0EQ		57		64		Stage IIA		Negative		Negative		Positive		ER-/HER2+		6.452979927

		208		A0ER		208		TCGA-A2-A0ER		58		63		Stage IB		Positive		Positive		Negative		ER+/HER2-		2.368321693

		209		A0ES		209		TCGA-A2-A0ES		59		52		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.90499927

		210		A0ET		210		TCGA-A2-A0ET		60		58		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.88153309

		211		A0EU		211		TCGA-A2-A0EU		61		79		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.953429185

		212		A0EV		212		TCGA-A2-A0EV		62		80		Stage IA		Positive		Positive		Negative		ER+/HER2-		4.061878715

		213		A0EW		213		TCGA-A2-A0EW		63		53		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		4.764547834

		214		A0EX		214		TCGA-A2-A0EX		64		46		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.689733386

		215		A0EY		215		TCGA-A2-A0EY		65		62		Stage IIB		Positive		Negative		Positive		ER+/HER2+		3.835820929

		216		A0FD		216		TCGA-AN-A0FD		318		71		Stage IIA		Positive		Positive		Positive		ER+/HER2+		4.089699153

		217		A0FF		217		TCGA-AN-A0FF		319		32		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.824594557

		218		A0FJ		218		TCGA-AN-A0FJ		320		59		Stage IV		Positive		Negative		Positive		ER+/HER2+		2.681802029

		219		A0FK		219		TCGA-AN-A0FK		321		88		Stage IIIB		Positive		Positive		Positive		ER+/HER2+		2.169128027

		220		A0FL		220		TCGA-AN-A0FL		322		62		Stage IIA		Negative		Negative		Positive		ER-/HER2+		1.503877166

		221		A0FN		221		TCGA-AN-A0FN		323		61		Stage IB		Positive		Positive		Positive		ER+/HER2+		5.121832708

		222		A0FS		222		TCGA-AN-A0FS		324		55		Stage IB		Positive		Negative		Positive		ER+/HER2+		2.635260055

		223		A0FT		223		TCGA-AN-A0FT		325		63		Stage IIB		Positive		Positive		Positive		ER+/HER2+		2.047484177

		224		A0FV		224		TCGA-AN-A0FV		326		58		Stage IIA		Negative		Negative		Positive		ER-/HER2+		2.146099244

		225		A0FW		225		TCGA-AN-A0FW		327		67		Stage IIIA		Positive		Indeterminate		Negative		ER+/HER2-		3.051890596

		226		A0FX		226		TCGA-AN-A0FX		328		52		Stage IIA		Negative		Negative		Positive		ER-/HER2+		2.931879286

		227		A0FY		227		TCGA-AN-A0FY		329		55		Stage IB		Positive		Positive		Negative		ER+/HER2-		2.677307406

		228		A0FZ		228		TCGA-AN-A0FZ		330		45		Stage IIIA		Positive		Negative		Positive		ER+/HER2+		2.485271118

		229		A0G0		229		TCGA-AN-A0G0		331		56		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.680702114

		230		A0GY		230		TCGA-BH-A0GY		616		67		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.212054506

		231		A0GZ		231		TCGA-BH-A0GZ		617		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.803466684

		232		A0H0		232		TCGA-BH-A0H0		618		69		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.492003682

		233		A0H3		233		TCGA-BH-A0H3		619		46		Stage I		Positive		Positive		Negative		ER+/HER2-		3.349390496

		234		A0H5		234		TCGA-BH-A0H5		621		45		Stage I		Positive		Positive		Negative		ER+/HER2-		7.138750578

		235		A0H6		235		TCGA-BH-A0H6		622		82		Stage I		Positive		Positive		Negative		ER+/HER2-		2.084788655

		236		A0H7		236		TCGA-BH-A0H7		623		65		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.060386471

		237		A0H9		237		TCGA-BH-A0H9		626		69		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.553524922

		238		A0HA		238		TCGA-BH-A0HA		627		31		Stage I		Positive		Positive		Negative		ER+/HER2-		4.361065252

		239		A0HB		239		TCGA-BH-A0HB		629		55		Stage IA		Positive		Positive		Negative		ER+/HER2-		4.224674952

		240		A0HF		240		TCGA-BH-A0HF		630		77		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.817207915

		241		A0HI		241		TCGA-BH-A0HI		631		78		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.97924597

		242		A0HK		242		TCGA-BH-A0HK		632		81		Stage IIB		Positive		Negative		Negative		ER+/HER2-		2.881675581

		243		A0HL		243		TCGA-BH-A0HL		634		56		Stage IIB		Positive		Positive		Negative		ER+/HER2-		-3.508452905

		244		A0HN		244		TCGA-BH-A0HN		635		67		Stage IA		Positive		Positive		Negative		ER+/HER2-		0.532704669

		245		A0HO		245		TCGA-BH-A0HO		636		48		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.260076922

		246		A0HP		246		TCGA-BH-A0HP		637		65		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		3.311573337

		247		A0HQ		247		TCGA-BH-A0HQ		638		56		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.512384544

		248		A0HU		248		TCGA-BH-A0HU		639		52		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.706509984

		249		A0HW		249		TCGA-BH-A0HW		640		62		Stage IA		Positive		Negative		Positive		ER+/HER2+		0.430939271

		250		A0HX		250		TCGA-BH-A0HX		641		54		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.087837425

		251		A0HY		251		TCGA-BH-A0HY		642		60		Stage I		Positive		Negative		Positive		ER+/HER2+		2.320804342

		252		A0I1		252		TCGA-B6-A0I1		467		73		Stage IIA		Negative		Negative		Negative		ER-/HER2-		0.971439894

		253		A0I2		253		TCGA-B6-A0I2		468		45		Stage IA		Negative		[Not Evaluated]		Negative		ER-/HER2-		6.076525053

		254		A0I5		254		TCGA-B6-A0I5		469		49		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.000653471

		255		A0I6		255		TCGA-B6-A0I6		470		49		Stage IIA		Negative		Negative		Negative		ER-/HER2-		1.980380347

		256		A0I8		256		TCGA-B6-A0I8		471		46		Stage X		Positive		[Not Evaluated]		Positive		ER+/HER2+		1.545030695

		257		A0I9		257		TCGA-B6-A0I9		472		62		Stage IV		Positive		Positive		Positive		ER+/HER2+		3.581877315

		258		A0IA		258		TCGA-B6-A0IA		473		51		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.072653949

		259		A0IB		259		TCGA-B6-A0IB		474		64		Stage IV		Positive		Positive		Negative		ER+/HER2-		0.928391874

		260		A0IC		260		TCGA-B6-A0IC		475		90		Stage X		Positive		Positive		Negative		ER+/HER2-		0.55791957

		261		A0IE		261		TCGA-B6-A0IE		476		38		Stage Tis		Negative		Negative		Negative		ER-/HER2-		1.383008675

		262		A0IG		262		TCGA-B6-A0IG		477		50		Stage IIB		Positive		Positive		Positive		ER+/HER2+		3.093792148

		263		A0IH		263		TCGA-B6-A0IH		478		81		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.537164337

		264		A0IJ		264		TCGA-B6-A0IJ		479		42		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.337546511

		265		A0IK		265		TCGA-B6-A0IK		480		63		Stage IIIB		Negative		Negative		Negative		ER-/HER2-		3.599193829

		266		A0IM		266		TCGA-B6-A0IM		481		75		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.397133639

		267		A0IN		267		TCGA-B6-A0IN		482		45		Stage X		Positive		Negative		Negative		ER+/HER2-		3.884220644

		268		A0IO		268		TCGA-B6-A0IO		483		66		Stage IIA		Positive		Indeterminate		Negative		ER+/HER2-		3.002178667

		269		A0IP		269		TCGA-B6-A0IP		484		74		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.979027238

		270		A0IQ		270		TCGA-B6-A0IQ		485		40		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		4.051346498

		271		A0J2		271		TCGA-AO-A0J2		351		41		Stage IA		Negative		Negative		Negative		ER-/HER2-		5.546060303

		272		A0J3		272		TCGA-AO-A0J3		352		67		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.19673452

		273		A0J4		273		TCGA-AO-A0J4		353		41		Stage IA		Negative		Negative		Negative		ER-/HER2-		5.320706768

		274		A0J5		274		TCGA-AO-A0J5		354		48		Stage IV		Positive		Negative		Negative		ER+/HER2-		2.610001256

		275		A0J6		275		TCGA-AO-A0J6		355		61		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.548180186

		276		A0J7		276		TCGA-AO-A0J7		356		71		Stage IIB		Positive		Positive		Negative		ER+/HER2-		0.837020928

		277		A0J8		277		TCGA-AO-A0J8		357		61		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.989395709

		278		A0J9		278		TCGA-AO-A0J9		358		61		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.514757867

		279		A0JA		279		TCGA-AO-A0JA		359		36		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.372198358

		280		A0JB		280		TCGA-AO-A0JB		360		50		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		1.979114589

		281		A0JC		281		TCGA-AO-A0JC		361		64		Stage IIA		Positive		Positive		Negative		ER+/HER2-		7.449901889

		282		A0JD		282		TCGA-AO-A0JD		362		59		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.199561696

		283		A0JE		283		TCGA-AO-A0JE		363		53		Stage IIIA		Negative		Negative		Positive		ER-/HER2+		5.135155502

		284		A0JF		284		TCGA-AO-A0JF		364		68		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.876505182

		285		A0JG		285		TCGA-AO-A0JG		365		49		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.990380693

		286		A0JI		286		TCGA-AO-A0JI		366		56		Stage IIA		Positive		Negative		Negative		ER+/HER2-		2.998404019

		287		A0JJ		287		TCGA-AO-A0JJ		367		54		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.511961606

		288		A0JL		288		TCGA-AO-A0JL		368		59		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		2.356808889

		289		A0JM		289		TCGA-AO-A0JM		369		40		Stage IIB		Positive		Positive		Positive		ER+/HER2+		3.532279605

		290		A0RE		290		TCGA-B6-A0RE		486		61		Stage X		Negative		Negative		Negative		ER-/HER2-		2.693480088

		291		A0RG		291		TCGA-B6-A0RG		487		26		Stage IIB		Negative		Negative		Negative		ER-/HER2-		1.837196048

		292		A0RH		292		TCGA-B6-A0RH		488		51		Stage IIA		Positive		Positive		Positive		ER+/HER2+		3.021131463

		293		A0RI		293		TCGA-B6-A0RI		489		44		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		2.066191817

		294		A0RL		294		TCGA-B6-A0RL		490		60		Stage IIA		Positive		Positive		[Not Evaluated]		Unclassified		-2.260441351

		295		A0RM		295		TCGA-B6-A0RM		491		57		Stage X		Positive		Positive		Negative		ER+/HER2-		1.995062527

		296		A0RN		296		TCGA-B6-A0RN		492		60		Stage IA		Negative		Negative		Negative		ER-/HER2-		2.030727621

		297		A0RO		297		TCGA-B6-A0RO		493		71		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		1.897816817

		298		A0RP		298		TCGA-B6-A0RP		494		73		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		3.622104039

		299		A0RQ		299		TCGA-B6-A0RQ		495		68		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.459995705

		300		A0RS		300		TCGA-B6-A0RS		496		38		Stage IIA		Negative		Negative		[Not Evaluated]		Unclassified		4.316155872

		301		A0RT		301		TCGA-B6-A0RT		497		39		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		7.230150591

		302		A0RU		302		TCGA-B6-A0RU		498		49		Stage IA		Negative		Negative		Negative		ER-/HER2-		2.766721432

		303		A0RV		303		TCGA-B6-A0RV		499		42		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.275988213

		304		A0RX		304		TCGA-BH-A0RX		643		59		Stage IIA		Negative		Negative		Negative		ER-/HER2-		6.570949663

		305		A0SB		305		TCGA-A1-A0SB		9		70		Stage I		Positive		Negative		Negative		ER+/HER2-		0.583154593

		306		A0SD		306		TCGA-A1-A0SD		10		59		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.62134669

		307		A0SE		307		TCGA-A1-A0SE		11		56		Stage I		Positive		Positive		Negative		ER+/HER2-		2.608773848

		308		A0SF		308		TCGA-A1-A0SF		12		54		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.39201187

		309		A0SG		309		TCGA-A1-A0SG		13		61		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.743530292

		310		A0SH		310		TCGA-A1-A0SH		14		39		Stage IIA		Negative		Positive		Equivocal		Unclassified		2.72788578

		311		A0SI		311		TCGA-A1-A0SI		15		52		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.184525248

		312		A0SJ		312		TCGA-A1-A0SJ		16		39		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.779541187

		313		A0SK		313		TCGA-A1-A0SK		17		54		Stage IIA		Negative		Negative		Negative		ER-/HER2-		1.589824355

		314		A0SM		314		TCGA-A1-A0SM		18		77		Stage IIA		Positive		Negative		Positive		ER+/HER2+		2.683453789

		315		A0SN		315		TCGA-A1-A0SN		19		50		Stage IIA		Positive		Positive		Positive		ER+/HER2+		3.755335801

		316		A0SO		316		TCGA-A1-A0SO		20		67		Stage IIB		Negative		Negative		Equivocal		Unclassified		3.109664499

		317		A0SP		317		TCGA-A1-A0SP		21		40		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.754174903

		318		A0SQ		318		TCGA-A1-A0SQ		22		45		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.808324139

		319		A0ST		319		TCGA-A2-A0ST		66		62		Stage IIA		Negative		Negative		Negative		ER-/HER2-		6.891633223

		320		A0SU		320		TCGA-A2-A0SU		67		66		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.119612683

		321		A0SV		321		TCGA-A2-A0SV		68		63		Stage IV		Positive		Positive		Negative		ER+/HER2-		3.557190508

		322		A0SW		322		TCGA-A2-A0SW		69		82		Stage IV		Positive		Negative		Negative		ER+/HER2-		5.303132226

		323		A0SX		323		TCGA-A2-A0SX		70		48		Stage IA		Negative		Negative		Negative		ER-/HER2-		5.566073027

		324		A0SY		324		TCGA-A2-A0SY		71		62		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		4.209411999

		325		A0T0		325		TCGA-A2-A0T0		72		59		Stage IIB		Negative		Negative		Negative		ER-/HER2-		3.59919821

		326		A0T1		326		TCGA-A2-A0T1		73		55		Stage IIIC		Negative		Negative		Positive		ER-/HER2+		5.356309861

		327		A0T2		327		TCGA-A2-A0T2		74		66		Stage IV		Negative		Negative		Negative		ER-/HER2-		3.587104611

		328		A0T3		328		TCGA-A2-A0T3		75		37		Stage IB		Positive		Positive		Negative		ER+/HER2-		3.975005372

		329		A0T4		329		TCGA-A2-A0T4		76		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.317274769

		330		A0T5		330		TCGA-A2-A0T5		77		39		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.622443845

		331		A0T6		331		TCGA-A2-A0T6		78		50		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.962585185

		332		A0T7		332		TCGA-A2-A0T7		79		51		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.364130408

		333		A0TP		333		TCGA-AR-A0TP		398		43		Stage IIA		Positive		Negative		Negative		ER+/HER2-		0.558349422

		334		A0TQ		334		TCGA-AR-A0TQ		399		27		Stage IIIA		Positive		Negative		Positive		ER+/HER2+		4.889659147

		335		A0TR		335		TCGA-AR-A0TR		400		68		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.023752032

		336		A0TS		336		TCGA-AR-A0TS		401		46		Stage IIB		Negative		Negative		Negative		ER-/HER2-		5.793408605

		337		A0TT		337		TCGA-AR-A0TT		402		53		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		6.00726187

		338		A0TU		338		TCGA-AR-A0TU		403		35		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.17905299

		339		A0TV		339		TCGA-AR-A0TV		404		66		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.885285032

		340		A0TW		340		TCGA-AR-A0TW		405		50		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		5.618511753

		341		A0TX		341		TCGA-AR-A0TX		406		64		Stage IIA		Positive		Positive		Positive		ER+/HER2+		5.893130385

		342		A0TY		342		TCGA-AR-A0TY		407		54		Stage IIA		Positive		Negative		Negative		ER+/HER2-		2.397587097

		343		A0TZ		343		TCGA-AR-A0TZ		408		43		Stage IIIA		Positive		Positive		Equivocal		Unclassified		2.770414757

		344		A0U0		344		TCGA-AR-A0U0		409		73		Stage IIB		Negative		Negative		Negative		ER-/HER2-		6.514498667

		345		A0U2		345		TCGA-AR-A0U2		410		47		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.922656601

		346		A0U3		346		TCGA-AR-A0U3		411		59		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.590679761

		347		A0U4		347		TCGA-AR-A0U4		412		54		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.430096752

		348		A0W3		348		TCGA-BH-A0W3		644		58		Stage IIA		Positive		Positive		Equivocal		Unclassified		1.920768789

		349		A0W4		349		TCGA-BH-A0W4		645		46		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.357323874

		350		A0W5		350		TCGA-BH-A0W5		646		77		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.667200805

		351		A0W7		351		TCGA-BH-A0W7		647		49		Stage I		Positive		Positive		Negative		ER+/HER2-		5.157203357

		352		A0WA		352		TCGA-BH-A0WA		648		82		Stage I		Negative		Negative		Negative		ER-/HER2-		4.498589076

		353		A0WS		353		TCGA-B6-A0WS		500		58		Stage X		Positive		Positive		Negative		ER+/HER2-		5.03687313

		354		A0WT		354		TCGA-B6-A0WT		501		61		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.060631974

		355		A0WV		355		TCGA-B6-A0WV		502		67		Stage IIB		Positive		Positive		Negative		ER+/HER2-		-2.574579902

		356		A0WW		356		TCGA-B6-A0WW		503		58		Stage X		Positive		Positive		Negative		ER+/HER2-		3.075477556

		357		A0WX		357		TCGA-B6-A0WX		504		40		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		3.885800955

		358		A0WY		358		TCGA-B6-A0WY		505		40		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		4.631739968

		359		A0WZ		359		TCGA-B6-A0WZ		506		50		Stage IIB		Positive		Positive		Negative		ER+/HER2-		1.541731308

		360		A0X0		360		TCGA-B6-A0X0		507		54		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.435943728

		361		A0X1		361		TCGA-B6-A0X1		508		48		Stage IV		Negative		Negative		Negative		ER-/HER2-		6.130878647

		362		A0X4		362		TCGA-B6-A0X4		509		62		Stage IIB		Positive		Positive		Negative		ER+/HER2-		0.263845582

		363		A0X5		363		TCGA-B6-A0X5		510		61		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.243187869

		364		A0X7		364		TCGA-B6-A0X7		511		62		Stage X		Positive		Positive		Negative		ER+/HER2-		2.540913699

		365		A0XL		365		TCGA-AN-A0XL		332		61		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.056323612

		366		A0XN		366		TCGA-AN-A0XN		333		68		Stage IIIA		Negative		Positive		Negative		ER-/HER2-		3.434069327

		367		A0XO		367		TCGA-AN-A0XO		334		59		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		0.853830922

		368		A0XP		368		TCGA-AN-A0XP		335		69		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		2.428617961

		369		A0XR		369		TCGA-AN-A0XR		336		55		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		1.993379825

		370		A0XS		370		TCGA-AN-A0XS		337		63		Stage IIIA		Negative		Positive		Negative		ER-/HER2-		4.412805136

		371		A0XT		371		TCGA-AN-A0XT		338		54		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		1.970555521

		372		A0XU		372		TCGA-AN-A0XU		339		54		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.287732546

		373		A0XV		373		TCGA-AN-A0XV		340		67		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		3.863953857

		374		A0XW		374		TCGA-AN-A0XW		341		36		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		5.705793742

		375		A0Y5		375		TCGA-AQ-A0Y5		392		70		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		1.688688406

		376		A0YC		376		TCGA-A2-A0YC		80		59		Stage IIB		Positive		Positive		[Not Evaluated]		Unclassified		3.382700763

		377		A0YD		377		TCGA-A2-A0YD		81		63		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.359970074

		378		A0YE		378		TCGA-A2-A0YE		82		48		Stage IIB		Negative		Negative		Negative		ER-/HER2-		3.663644

		379		A0YF		379		TCGA-A2-A0YF		83		67		Stage I		Positive		Negative		Negative		ER+/HER2-		2.656765202

		380		A0YG		380		TCGA-A2-A0YG		84		63		Stage IIIC		Positive		Positive		Positive		ER+/HER2+		3.131708912

		381		A0YH		381		TCGA-A2-A0YH		85		53		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		5.017318209

		382		A0YI		382		TCGA-A2-A0YI		86		62		Stage I		Positive		Positive		Negative		ER+/HER2-		4.851971133

		383		A0YJ		383		TCGA-A2-A0YJ		87		39		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		1.673632677

		384		A0YK		384		TCGA-A2-A0YK		88		61		Stage IIA		Positive		Negative		Negative		ER+/HER2-		5.860116312

		385		A0YL		385		TCGA-A2-A0YL		89		48		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.836515056

		386		A0YM		386		TCGA-A2-A0YM		90		67		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.250006878

		387		A0YT		387		TCGA-A2-A0YT		91		56		Stage IIIB		Positive		Negative		Negative		ER+/HER2-		2.885723877

		388		A105		388		TCGA-E2-A105		876		79		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.211997534

		389		A106		389		TCGA-E2-A106		877		34		Stage IB		Positive		Positive		Negative		ER+/HER2-		2.692456752

		390		A107		390		TCGA-E2-A107		878		54		Stage IIIA		Positive		Negative		Equivocal		Unclassified		2.167637073

		391		A108		391		TCGA-E2-A108		879		64		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		6.309789179

		392		A109		392		TCGA-E2-A109		880		64		Stage IIA		Positive		Negative		Equivocal		Unclassified		3.574905028

		393		A10A		393		TCGA-E2-A10A		881		41		Stage IIB		Positive		Positive		Positive		ER+/HER2+		2.59216901

		394		A10B		394		TCGA-E2-A10B		882		67		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.694056237

		395		A10C		395		TCGA-E2-A10C		883		54		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.896337009

		396		A10E		396		TCGA-E2-A10E		884		64		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.71021678

		397		A10F		397		TCGA-E2-A10F		885		47		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.621938028

		398		A124		398		TCGA-AO-A124		370		38		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.900028289

		399		A125		399		TCGA-AO-A125		371		72		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.200646908

		400		A126		400		TCGA-AO-A126		372		39		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.930707102

		401		A128		401		TCGA-AO-A128		373		61		Stage IIA		Negative		Negative		Negative		ER-/HER2-		7.77034386

		402		A129		402		TCGA-AO-A129		374		29		Stage IIB		Negative		Negative		Negative		ER-/HER2-		5.205728206

		403		A12A		403		TCGA-AO-A12A		375		47		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.865809436

		404		A12B		404		TCGA-AO-A12B		376		63		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.491595116

		405		A12C		405		TCGA-AO-A12C		377		42		Stage IIB		Positive		Positive		Positive		ER+/HER2+		1.997275832

		406		A12D		406		TCGA-AO-A12D		378		43		Stage IIA		Negative		Negative		Positive		ER-/HER2+		5.165569818

		407		A12E		407		TCGA-AO-A12E		379		51		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.022192172

		408		A12F		408		TCGA-AO-A12F		380		36		Stage IIA		Negative		Negative		Negative		ER-/HER2-		2.248117906

		409		A12G		409		TCGA-AO-A12G		381		75		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.500429572

		410		A12H		410		TCGA-AO-A12H		382		69		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.850729623

		411		A12K		411		TCGA-C8-A12K		750		80		Stage IIB		Negative		[Not Evaluated]		Negative		ER-/HER2-		6.165685132

		412		A12L		412		TCGA-C8-A12L		751		67		Stage IIA		Negative		Negative		Positive		ER-/HER2+		3.869865197

		413		A12M		413		TCGA-C8-A12M		752		70		Stage IIA		Positive		Negative		Negative		ER+/HER2-		3.892765603

		414		A12N		414		TCGA-C8-A12N		753		58		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.946941939

		415		A12O		415		TCGA-C8-A12O		754		50		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.92523431

		416		A12P		416		TCGA-C8-A12P		755		55		Stage IIB		Negative		Negative		Positive		ER-/HER2+		3.710789798

		417		A12Q		417		TCGA-C8-A12Q		756		78		Stage IIIA		Negative		Negative		Positive		ER-/HER2+		3.478059599

		418		A12T		418		TCGA-C8-A12T		757		43		Stage IIA		Positive		Positive		Positive		ER+/HER2+		4.12956341

		419		A12U		419		TCGA-C8-A12U		758		46		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.233715918

		420		A12V		420		TCGA-C8-A12V		759		55		Stage IIA		Negative		Negative		Negative		ER-/HER2-		7.059564312

		421		A12W		421		TCGA-C8-A12W		760		49		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		3.305585663

		422		A12X		422		TCGA-C8-A12X		761		62		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.908702756

		423		A12Y		423		TCGA-C8-A12Y		762		44		Stage IIB		Positive		[Not Evaluated]		Negative		ER+/HER2-		2.960114079

		424		A12Z		424		TCGA-C8-A12Z		763		45		Stage IIB		Negative		Negative		Positive		ER-/HER2+		2.138368747

		425		A130		425		TCGA-C8-A130		764		52		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.869928577

		426		A131		426		TCGA-C8-A131		765		82		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		3.1643297

		427		A132		427		TCGA-C8-A132		766		56		Stage IIB		Positive		Positive		Positive		ER+/HER2+		5.239247926

		428		A133		428		TCGA-C8-A133		767		65		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		1.431176172

		429		A134		429		TCGA-C8-A134		768		52		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.931793485

		430		A135		430		TCGA-C8-A135		769		64		Stage IIB		Negative		Negative		Positive		ER-/HER2+		3.092987895

		431		A137		431		TCGA-C8-A137		770		34		Stage IIB		Negative		Negative		Positive		ER-/HER2+		1.572792072

		432		A138		432		TCGA-C8-A138		771		54		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		5.190777436

		433		A13D		433		TCGA-A7-A13D		139		46		Stage IIA		Negative		Positive		Negative		ER-/HER2-		1.796045128

		434		A13E		434		TCGA-A7-A13E		141		62		Stage IIB		Positive		Negative		Negative		ER+/HER2-		2.384917567

		435		A13F		435		TCGA-A7-A13F		142		44		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		1.258943834

		436		A13G		436		TCGA-A7-A13G		145		79		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.29196854

		437		A13H		437		TCGA-A7-A13H		146		61		Stage IIB		Positive		Positive		Equivocal		Unclassified		4.164398877

		438		A13Y		438		TCGA-D8-A13Y		798		52		Stage IA		Positive		Positive		Negative		ER+/HER2-		-1.853333922

		439		A13Z		439		TCGA-D8-A13Z		799		51		[Not Available]		Negative		Negative		Negative		ER-/HER2-		4.692030485

		440		A140		440		TCGA-D8-A140		800		62		Stage IIB		Positive		Positive		Positive		ER+/HER2+		4.160725205

		441		A141		441		TCGA-D8-A141		801		40		[Not Available]		Positive		Positive		Negative		ER+/HER2-		6.375542111

		442		A142		442		TCGA-D8-A142		802		74		Stage IIB		Negative		Negative		Negative		ER-/HER2-		3.794614401

		443		A143		443		TCGA-D8-A143		803		51		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.626097949

		444		A145		444		TCGA-D8-A145		804		80		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.273843711

		445		A146		445		TCGA-D8-A146		805		57		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.071726608

		446		A147		446		TCGA-D8-A147		806		45		[Not Available]		Negative		Negative		Negative		ER-/HER2-		4.340831423

		447		A14N		447		TCGA-E2-A14N		886		37		Stage IIB		Negative		Negative		Negative		ER-/HER2-		4.145884952

		448		A14O		448		TCGA-E2-A14O		887		76		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.155905761

		449		A14P		449		TCGA-E2-A14P		888		79		Stage IIIC		Negative		Negative		Positive		ER-/HER2+		4.34206075

		450		A14Q		450		TCGA-E2-A14Q		889		50		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.636029153

		451		A14R		451		TCGA-E2-A14R		890		62		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.987578802

		452		A14S		452		TCGA-E2-A14S		891		65		Stage I		Positive		Positive		Negative		ER+/HER2-		2.535266732

		453		A14T		453		TCGA-E2-A14T		892		52		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.32056141

		454		A14U		454		TCGA-E2-A14U		893		74		Stage I		Positive		Positive		Equivocal		Unclassified		2.198388486

		455		A14V		455		TCGA-E2-A14V		894		53		Stage IIB		Positive		Positive		Positive		ER+/HER2+		2.133787533

		456		A14W		456		TCGA-E2-A14W		895		78		Stage IIA		Positive		Positive		Negative		ER+/HER2-		0.452387437

		457		A14X		457		TCGA-E2-A14X		896		55		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		4.566989189

		458		A14Y		458		TCGA-E2-A14Y		897		35		Stage IIA		Positive		Positive		Positive		ER+/HER2+		3.1744154

		459		A14Z		459		TCGA-E2-A14Z		898		64		Stage I		Positive		Positive		Negative		ER+/HER2-		5.025855398

		460		A150		460		TCGA-E2-A150		899		48		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.277710184

		461		A152		461		TCGA-E2-A152		900		56		Stage I		Positive		Negative		Positive		ER+/HER2+		2.162543793

		462		A153		462		TCGA-E2-A153		902		51		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.691233109

		463		A154		463		TCGA-E2-A154		903		68		Stage I		Positive		Positive		Negative		ER+/HER2-		0.956225298

		464		A155		464		TCGA-E2-A155		904		58		Stage IIB		Positive		Negative		Negative		ER+/HER2-		1.676229318

		465		A156		465		TCGA-E2-A156		905		61		Stage I		Positive		Positive		Negative		ER+/HER2-		1.731832701

		466		A158		466		TCGA-E2-A158		906		43		Stage IIA		Negative		Negative		Negative		ER-/HER2-		2.56634369

		467		A159		467		TCGA-E2-A159		908		50		Stage IIA		Negative		Negative		Negative		ER-/HER2-		6.008810086

		468		A15A		468		TCGA-E2-A15A		910		45		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		4.568281481

		469		A15C		469		TCGA-E2-A15C		911		61		Stage I		Positive		Positive		Equivocal		Unclassified		3.951117061

		470		A15D		470		TCGA-E2-A15D		912		47		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.606988671

		471		A15E		471		TCGA-E2-A15E		914		40		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.968310321

		472		A15F		472		TCGA-E2-A15F		915		64		Stage I		Positive		Positive		Negative		ER+/HER2-		3.752548964

		473		A15G		473		TCGA-E2-A15G		916		76		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.244819344

		474		A15H		474		TCGA-E2-A15H		917		38		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.508023255

		475		A15I		475		TCGA-E2-A15I		919		44		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.66078496

		476		A15J		476		TCGA-E2-A15J		920		51		Stage I		Positive		Positive		Negative		ER+/HER2-		3.351145223

		477		A15K		477		TCGA-E2-A15K		922		58		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.769002741

		478		A15L		478		TCGA-E2-A15L		924		65		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.436766108

		479		A15M		479		TCGA-E2-A15M		926		66		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.04330991

		480		A15O		480		TCGA-E2-A15O		927		89		Stage I		Positive		Positive		Negative		ER+/HER2-		2.248700522

		481		A15P		481		TCGA-E2-A15P		928		61		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.571229773

		482		A15R		482		TCGA-E2-A15R		929		64		Stage IIA		Positive		Positive		Negative		ER+/HER2-		0.902088718

		483		A15S		483		TCGA-E2-A15S		930		34		Stage IIB		Positive		Negative		Negative		ER+/HER2-		1.720502014

		484		A15T		484		TCGA-E2-A15T		931		65		Stage IIA		Positive		Positive		Equivocal		Unclassified		2.224178523

		485		A18F		485		TCGA-BH-A18F		649		50		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.221632432

		486		A18G		486		TCGA-BH-A18G		650		81		Stage IA		Negative		Negative		Negative		ER-/HER2-		2.736123105

		487		A18H		487		TCGA-BH-A18H		651		63		Stage IA		Positive		Positive		Positive		ER+/HER2+		6.051965641

		488		A18I		488		TCGA-BH-A18I		652		53		Stage IIA		Positive		Positive		Positive		ER+/HER2+		4.721955634

		489		A18J		489		TCGA-BH-A18J		653		56		Stage IV		Positive		Positive		Negative		ER+/HER2-		2.062501058

		490		A18K		490		TCGA-BH-A18K		656		46		Stage I		Positive		Positive		Negative		ER+/HER2-		3.689067972

		491		A18L		491		TCGA-BH-A18L		658		50		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.863835966

		492		A18M		492		TCGA-BH-A18M		659		39		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		3.521302107

		493		A18N		493		TCGA-BH-A18N		661		88		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.08018332

		494		A18P		494		TCGA-BH-A18P		663		60		Stage I		Positive		Negative		Positive		ER+/HER2+		4.521584923

		495		A18Q		495		TCGA-BH-A18Q		665		56		Stage IIB		Negative		Negative		Positive		ER-/HER2+		4.947757191

		496		A18R		496		TCGA-BH-A18R		667		50		Stage IIA		Positive		Negative		Positive		ER+/HER2+		3.712116361

		497		A18S		497		TCGA-BH-A18S		669		79		Stage I		Positive		Positive		Negative		ER+/HER2-		1.315072064

		498		A18T		498		TCGA-BH-A18T		671		70		Stage IIA		Negative		Negative		Positive		ER-/HER2+		3.698862627

		499		A18U		499		TCGA-BH-A18U		673		72		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		3.708363636

		500		A18V		500		TCGA-BH-A18V		676		48		Stage IIB		Negative		Negative		Negative		ER-/HER2-		5.338959927

		501		A1AH		501		TCGA-AR-A1AH		413		51		Stage IIB		Positive		Negative		Negative		ER+/HER2-		1.418560511

		502		A1AI		502		TCGA-AR-A1AI		414		47		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.921735167

		503		A1AJ		503		TCGA-AR-A1AJ		415		83		Stage I		Positive		Negative		Negative		ER+/HER2-		6.580614519

		504		A1AK		504		TCGA-AR-A1AK		416		70		Stage I		Positive		Positive		Negative		ER+/HER2-		5.035016298

		505		A1AL		505		TCGA-AR-A1AL		417		60		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.715315338

		506		A1AM		506		TCGA-AR-A1AM		418		52		Stage IIIA		Positive		Positive		Equivocal		Unclassified		3.563235957

		507		A1AN		507		TCGA-AR-A1AN		419		46		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.926407624

		508		A1AO		508		TCGA-AR-A1AO		420		47		Stage IIA		Positive		Negative		Negative		ER+/HER2-		5.593484545

		509		A1AP		509		TCGA-AR-A1AP		421		80		Stage I		Positive		Positive		Negative		ER+/HER2-		3.705957464

		510		A1AQ		510		TCGA-AR-A1AQ		422		49		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.967474325

		511		A1AR		511		TCGA-AR-A1AR		423		50		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		4.952865166

		512		A1AS		512		TCGA-AR-A1AS		424		54		Stage IIB		Positive		Positive		Negative		ER+/HER2-		1.057999392

		513		A1AT		513		TCGA-AR-A1AT		425		62		Stage IIA		Positive		Positive		Positive		ER+/HER2+		5.333946669

		514		A1AU		514		TCGA-AR-A1AU		426		39		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.549106437

		515		A1AV		515		TCGA-AR-A1AV		427		68		Stage IIB		Positive		Positive		Negative		ER+/HER2-		1.709326569

		516		A1AW		516		TCGA-AR-A1AW		428		65		Stage IIA		Positive		Positive		Negative		ER+/HER2-		7.249164117

		517		A1AX		517		TCGA-AR-A1AX		429		64		Stage I		Positive		Positive		Positive		ER+/HER2+		6.308602447

		518		A1AY		518		TCGA-AR-A1AY		430		65		Stage I		Negative		Negative		Negative		ER-/HER2-		2.766822168

		519		A1AZ		519		TCGA-E2-A1AZ		932		63		Stage IIB		Negative		Negative		Negative		ER-/HER2-		5.523015359

		520		A1B0		520		TCGA-E2-A1B0		933		50		Stage IIIA		Negative		Negative		Positive		ER-/HER2+		4.128920917

		521		A1B1		521		TCGA-E2-A1B1		934		45		Stage IIB		Positive		Positive		Positive		ER+/HER2+		5.180960288

		522		A1B4		522		TCGA-E2-A1B4		935		74		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		1.567551819

		523		A1B5		523		TCGA-E2-A1B5		936		46		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.589377346

		524		A1B6		524		TCGA-E2-A1B6		937		44		Stage IIA		Negative		Negative		Negative		ER-/HER2-		6.244574102

		525		A1BC		525		TCGA-E2-A1BC		938		63		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.991128243

		526		A1BD		526		TCGA-E2-A1BD		940		53		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.394137071

		527		A1EN		527		TCGA-BH-A1EN		678		78		Stage IIA		Negative		Negative		Positive		ER-/HER2+		1.085720218

		528		A1EO		528		TCGA-BH-A1EO		680		68		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.616415464

		529		A1ES		529		TCGA-BH-A1ES		681		35		Stage IIB		Positive		Positive		Negative		ER+/HER2-		1.810035028

		530		A1ET		530		TCGA-BH-A1ET		684		55		Stage I		Positive		Positive		Negative		ER+/HER2-		3.092845622

		531		A1EU		531		TCGA-BH-A1EU		685		83		Stage I		Positive		Positive		Negative		ER+/HER2-		5.430503221

		532		A1EV		532		TCGA-BH-A1EV		687		45		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		0.688474914

		533		A1EW		533		TCGA-BH-A1EW		689		38		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.871260459

		534		A1EX		534		TCGA-BH-A1EX		691		67		Stage IIB		Positive		Positive		Positive		ER+/HER2+		3.506253257

		535		A1EY		535		TCGA-BH-A1EY		692		79		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.697059966

		536		A1F0		536		TCGA-BH-A1F0		693		80		Stage IIA		Negative		Indeterminate		Negative		ER-/HER2-		6.293846929

		537		A1F2		537		TCGA-BH-A1F2		696		53		Stage IIIB		Positive		Positive		Positive		ER+/HER2+		1.77945871

		538		A1F5		538		TCGA-BH-A1F5		697		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.082288051

		539		A1F6		539		TCGA-BH-A1F6		698		51		[Not Available]		Negative		Negative		Negative		ER-/HER2-		4.575919481

		540		A1F8		540		TCGA-BH-A1F8		700		90		Stage IIIB		Positive		Positive		Positive		ER+/HER2+		2.843645339

		541		A1FB		541		TCGA-BH-A1FB		702		60		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.569514421

		542		A1FC		542		TCGA-BH-A1FC		705		78		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.982218809

		543		A1FD		543		TCGA-BH-A1FD		706		68		Stage I		Positive		Positive		Negative		ER+/HER2-		2.887172656

		544		A1FE		544		TCGA-BH-A1FE		710		31		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.493165719

		545		A1FG		545		TCGA-BH-A1FG		712		88		Stage I		Positive		Positive		Negative		ER+/HER2-		1.672899552

		546		A1FH		546		TCGA-BH-A1FH		714		47		Stage IV		Positive		Negative		Negative		ER+/HER2-		3.970996982

		547		A1FJ		547		TCGA-BH-A1FJ		715		66		Stage IIIA		Negative		Positive		Negative		ER-/HER2-		1.40148982

		548		A1FL		548		TCGA-BH-A1FL		717		69		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.11513213

		549		A1FM		549		TCGA-BH-A1FM		718		44		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		1.387782089

		550		A1FN		550		TCGA-BH-A1FN		720		34		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.106883504

		551		A1FR		551		TCGA-BH-A1FR		723		73		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		3.481810472

		552		A1FU		552		TCGA-BH-A1FU		725		44		Stage IA		Negative		Negative		Positive		ER-/HER2+		4.639943983

		553		A1FV		553		TCGA-A2-A1FV		92		74		Stage IIB		Positive		Positive		Negative		ER+/HER2-		1.748915501

		554		A1FW		554		TCGA-A2-A1FW		93		62		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		2.96145105

		555		A1FX		555		TCGA-A2-A1FX		94		61		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.878166468

		556		A1FZ		556		TCGA-A2-A1FZ		95		63		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.929142958

		557		A1G0		557		TCGA-A2-A1G0		96		49		Stage IIB		Positive		Positive		Positive		ER+/HER2+		4.576710299

		558		A1G1		558		TCGA-A2-A1G1		97		85		Stage IIB		Negative		Negative		Positive		ER-/HER2+		5.082419351

		559		A1G4		559		TCGA-A2-A1G4		98		71		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.807474048

		560		A1G6		560		TCGA-A2-A1G6		99		50		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		3.069783038

		561		A1H2		561		TCGA-AQ-A1H2		393		84		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.208725629

		562		A1H3		562		TCGA-AQ-A1H3		394		49		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		4.089118319

		563		A1HE		563		TCGA-C8-A1HE		772		59		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.190599245

		564		A1HF		564		TCGA-C8-A1HF		773		48		Stage IIA		Negative		Positive		Positive		ER-/HER2+		5.428556884

		565		A1HG		565		TCGA-C8-A1HG		774		50		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.53069273

		566		A1HI		566		TCGA-C8-A1HI		775		40		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.226283813

		567		A1HJ		567		TCGA-C8-A1HJ		776		53		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.504982221

		568		A1HK		568		TCGA-C8-A1HK		777		53		Stage IIB		Negative		Negative		Positive		ER-/HER2+		3.230559052

		569		A1HL		569		TCGA-C8-A1HL		778		38		Stage IIIA		Positive		Negative		Equivocal		Unclassified		2.10033231

		570		A1HM		570		TCGA-C8-A1HM		779		74		Stage IIA		Positive		Positive		Negative		ER+/HER2-		7.024979988

		571		A1HN		571		TCGA-C8-A1HN		780		56		Stage IIA		Positive		Positive		Equivocal		Unclassified		2.416396528

		572		A1HO		572		TCGA-C8-A1HO		781		34		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.211839987

		573		A1IE		573		TCGA-E2-A1IE		941		61		Stage IIB		Positive		Positive		Negative		ER+/HER2-		0.902452049

		574		A1IF		574		TCGA-E2-A1IF		942		74		Stage I		Positive		Positive		Negative		ER+/HER2-		2.489435877

		575		A1IG		575		TCGA-E2-A1IG		944		45		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.006536527

		576		A1IH		576		TCGA-E2-A1IH		945		80		Stage I		Positive		Positive		Negative		ER+/HER2-		4.855383553

		577		A1II		577		TCGA-E2-A1II		946		51		Stage I		Negative		Positive		Negative		ER-/HER2-		6.914002052

		578		A1IJ		578		TCGA-E2-A1IJ		947		57		Stage I		Positive		Positive		Negative		ER+/HER2-		4.256072804

		579		A1IK		579		TCGA-E2-A1IK		948		71		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.049620912

		580		A1IL		580		TCGA-E2-A1IL		949		78		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.1382838

		581		A1IN		581		TCGA-E2-A1IN		950		60		Stage I		Positive		Positive		Negative		ER+/HER2-		1.934595187

		582		A1IO		582		TCGA-E2-A1IO		951		37		Stage I		Positive		Positive		Negative		ER+/HER2-		4.303099286

		583		A1IU		583		TCGA-E2-A1IU		952		60		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.661583018

		584		A1IW		584		TCGA-EW-A1IW		1057		80		Stage IIB		Positive		Positive		Positive		ER+/HER2+		4.071465997

		585		A1IX		585		TCGA-EW-A1IX		1058		48		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.413282583

		586		A1IY		586		TCGA-EW-A1IY		1059		38		Stage I		Positive		Positive		Negative		ER+/HER2-		5.407345112

		587		A1IZ		587		TCGA-EW-A1IZ		1060		53		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		6.554060949

		588		A1J1		588		TCGA-EW-A1J1		1061		38		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.47701458

		589		A1J2		589		TCGA-EW-A1J2		1062		50		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.083593691

		590		A1J3		590		TCGA-EW-A1J3		1063		61		Stage IA		Positive		Positive		Positive		ER+/HER2+		2.522495496

		591		A1J5		591		TCGA-EW-A1J5		1064		59		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.410015593

		592		A1J6		592		TCGA-EW-A1J6		1065		70		Stage I		Positive		Positive		Negative		ER+/HER2-		3.880269028

		593		A1J8		593		TCGA-D8-A1J8		807		77		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.702690813

		594		A1J9		594		TCGA-D8-A1J9		808		48		Stage IA		Positive		Negative		Positive		ER+/HER2+		3.176270402

		595		A1JA		595		TCGA-D8-A1JA		809		60		[Not Available]		Negative		Negative		Positive		ER-/HER2+		2.94551822

		596		A1JB		596		TCGA-D8-A1JB		810		54		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.694649424

		597		A1JC		597		TCGA-D8-A1JC		811		59		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.444786722

		598		A1JD		598		TCGA-D8-A1JD		812		41		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.099308845

		599		A1JE		599		TCGA-D8-A1JE		813		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.579619643

		600		A1JF		600		TCGA-D8-A1JF		814		79		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		2.955032919

		601		A1JH		601		TCGA-D8-A1JH		816		56		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.819892717

		602		A1JI		602		TCGA-D8-A1JI		817		54		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.083357278

		603		A1JJ		603		TCGA-D8-A1JJ		818		54		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.730978678

		604		A1JK		604		TCGA-D8-A1JK		819		90		Stage IIA		Negative		Positive		Negative		ER-/HER2-		5.496396309

		605		A1JL		605		TCGA-D8-A1JL		820		72		Stage IIA		Negative		Negative		Negative		ER-/HER2-		6.097630057

		606		A1JM		606		TCGA-D8-A1JM		821		59		Stage IIB		Positive		Negative		Negative		ER+/HER2-		4.156878964

		607		A1JN		607		TCGA-D8-A1JN		822		80		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.233845579

		608		A1JP		608		TCGA-D8-A1JP		823		73		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.095623062

		609		A1JS		609		TCGA-D8-A1JS		824		77		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.973999188

		610		A1JT		610		TCGA-D8-A1JT		825		70		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.345133906

		611		A1JU		611		TCGA-D8-A1JU		826		51		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.996096457

		612		A1KF		612		TCGA-B6-A1KF		513		68		Stage IIB		Negative		Negative		Positive		ER-/HER2+		0.666540499

		613		A1KI		613		TCGA-B6-A1KI		514		63		Stage I		Positive		Positive		Negative		ER+/HER2-		2.424677788

		614		A1KN		614		TCGA-B6-A1KN		515		57		Stage IIIB		Negative		Negative		Positive		ER-/HER2+		3.744479841

		615		A1KO		615		TCGA-AO-A1KO		383		46		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.62023142

		616		A1KP		616		TCGA-AO-A1KP		384		77		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.319026883

		617		A1KQ		617		TCGA-AO-A1KQ		385		84		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		4.520457146

		618		A1KR		618		TCGA-AO-A1KR		386		51		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.255334802

		619		A1KS		619		TCGA-AO-A1KS		387		69		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.883231256

		620		A1KT		620		TCGA-AO-A1KT		388		78		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.163028554

		621		A1L6		621		TCGA-E2-A1L6		953		44		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.005924546

		622		A1L7		622		TCGA-E2-A1L7		955		40		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		5.656734228

		623		A1L8		623		TCGA-E2-A1L8		956		52		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.911433938

		624		A1L9		624		TCGA-E2-A1L9		957		40		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.001009539

		625		A1LA		625		TCGA-E2-A1LA		958		59		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.257669384

		626		A1LB		626		TCGA-E2-A1LB		959		41		Stage IIB		Negative		Negative		Positive		ER-/HER2+		1.658050796

		627		A1LE		627		TCGA-E2-A1LE		961		71		Stage IIIC		Negative		Negative		Positive		ER-/HER2+		4.223158951

		628		A1LG		628		TCGA-E2-A1LG		962		50		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.534378517

		629		A1LH		629		TCGA-E2-A1LH		963		59		Stage I		Negative		Negative		Negative		ER-/HER2-		5.479377794

		630		A1LI		630		TCGA-E2-A1LI		965		57		Stage IIB		Negative		Negative		Negative		ER-/HER2-		4.618136053

		631		A1LK		631		TCGA-E2-A1LK		966		84		Stage IIIC		Negative		Negative		Negative		ER-/HER2-		1.797152056

		632		A1LL		632		TCGA-E2-A1LL		967		73		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		2.85324126

		633		A1LS		633		TCGA-E2-A1LS		969		46		Stage IA		Negative		Negative		Negative		ER-/HER2-		0.478078082

		634		A1N3		634		TCGA-E9-A1N3		980		70		Stage IIIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		1.462358498

		635		A1N4		635		TCGA-E9-A1N4		981		41		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		5.631647057

		636		A1N5		636		TCGA-E9-A1N5		983		45		Stage IIB		Positive		Positive		Positive		ER+/HER2+		4.200350704

		637		A1N6		637		TCGA-E9-A1N6		986		52		Stage IIB		Positive		Positive		Positive		ER+/HER2+		3.112100016

		638		A1N8		638		TCGA-E9-A1N8		987		48		Stage IIA		Negative		[Not Evaluated]		Negative		ER-/HER2-		2.76298378

		639		A1N9		639		TCGA-E9-A1N9		988		58		Stage IIA		Negative		Positive		Positive		ER-/HER2+		3.51592906

		640		A1NA		640		TCGA-E9-A1NA		991		58		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.934798081

		641		A1NC		641		TCGA-E9-A1NC		992		61		Stage IIB		Negative		Positive		Positive		ER-/HER2+		4.912835369

		642		A1ND		642		TCGA-E9-A1ND		994		75		Stage IIB		Negative		Negative		Positive		ER-/HER2+		6.399377068

		643		A1NE		643		TCGA-E9-A1NE		995		28		Stage IIB		Positive		Positive		Negative		ER+/HER2-		6.386568056

		644		A1NF		644		TCGA-E9-A1NF		996		60		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.263385429

		645		A1NG		645		TCGA-E9-A1NG		998		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.619974634

		646		A1NH		646		TCGA-E9-A1NH		1000		71		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.004768056

		647		A1NI		647		TCGA-E9-A1NI		1001		51		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.941940596

		648		A1OV		648		TCGA-EW-A1OV		1066		56		Stage IIB		Negative		Negative		Negative		ER-/HER2-		6.22442971

		649		A1OW		649		TCGA-EW-A1OW		1067		58		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.365138803

		650		A1OX		650		TCGA-EW-A1OX		1068		43		Stage IIA		Positive		Positive		Negative		ER+/HER2-		-2.710785988

		651		A1OY		651		TCGA-EW-A1OY		1069		63		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.672267374

		652		A1OZ		652		TCGA-EW-A1OZ		1070		56		Stage IIA		Positive		Negative		Positive		ER+/HER2+		3.500270949

		653		A1P0		653		TCGA-EW-A1P0		1071		55		Stage IIB		Positive		Negative		Negative		ER+/HER2-		3.153298231

		654		A1P1		654		TCGA-EW-A1P1		1072		68		Stage IIIC		Negative		Negative		Negative		ER-/HER2-		5.735543976

		655		A1P3		655		TCGA-EW-A1P3		1073		48		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.799722583

		656		A1P4		656		TCGA-EW-A1P4		1074		43		Stage IIA		Negative		Negative		Negative		ER-/HER2-		6.242685013

		657		A1P5		657		TCGA-EW-A1P5		1075		77		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.152422385

		658		A1P6		658		TCGA-EW-A1P6		1076		64		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.520469629

		659		A1P7		659		TCGA-EW-A1P7		1077		59		Stage IIA		Negative		Negative		Negative		ER-/HER2-		6.47494865

		660		A1P8		660		TCGA-EW-A1P8		1078		58		Stage IIIC		Negative		Negative		Negative		ER-/HER2-		3.599424702

		661		A1PA		661		TCGA-EW-A1PA		1079		59		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.514838974

		662		A1PB		662		TCGA-EW-A1PB		1080		70		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		6.564088584

		663		A1PD		663		TCGA-EW-A1PD		1082		61		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.522694198

		664		A1PE		664		TCGA-EW-A1PE		1083		56		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.901807131

		665		A1PF		665		TCGA-EW-A1PF		1084		50		Stage IA		Positive		Positive		Negative		ER+/HER2-		4.01511875

		666		A1PG		666		TCGA-EW-A1PG		1085		53		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.245202632

		667		A1PH		667		TCGA-EW-A1PH		1086		52		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.269334079

		668		A1QZ		668		TCGA-E9-A1QZ		1002		61		Stage IIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		5.113719276

		669		A1R0		669		TCGA-E9-A1R0		1003		58		Stage IIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		3.973907789

		670		A1R2		670		TCGA-E9-A1R2		1004		51		Stage IIIC		Positive		Negative		Equivocal		Unclassified		4.049125885

		671		A1R3		671		TCGA-E9-A1R3		1005		70		Stage IIIC		Positive		[Not Evaluated]		Negative		ER+/HER2-		3.333772946

		672		A1R4		672		TCGA-E9-A1R4		1006		66		Stage IA		Positive		[Not Evaluated]		Negative		ER+/HER2-		4.977413531

		673		A1R5		673		TCGA-E9-A1R5		1007		63		Stage IA		Positive		[Not Evaluated]		[Not Evaluated]		Unclassified		2.275827733

		674		A1R6		674		TCGA-E9-A1R6		1008		63		Stage IIA		Positive		[Not Evaluated]		[Not Evaluated]		Unclassified		2.244278282

		675		A1R7		675		TCGA-E9-A1R7		1009		64		Stage IIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		1.745560669

		676		A1RA		676		TCGA-E9-A1RA		1011		48		Stage IA		Positive		[Not Evaluated]		Negative		ER+/HER2-		4.672115286

		677		A1RB		677		TCGA-E9-A1RB		1013		40		Stage IIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		2.937130835

		678		A1RC		678		TCGA-E9-A1RC		1014		56		Stage IIIC		Positive		[Not Evaluated]		Negative		ER+/HER2-		1.372082557

		679		A1RD		679		TCGA-E9-A1RD		1017		67		Stage IIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		2.416472333

		680		A1RE		680		TCGA-E9-A1RE		1018		74		Stage IIIA		Positive		[Not Evaluated]		[Not Evaluated]		Unclassified		2.969002654

		681		A1RF		681		TCGA-E9-A1RF		1019		68		Stage IIIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		4.523788037

		682		A1RG		682		TCGA-E9-A1RG		1021		62		Stage IIIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		3.025578944

		683		A1RH		683		TCGA-E9-A1RH		1023		63		Stage IIA		Negative		[Not Evaluated]		Negative		ER-/HER2-		3.200054281

		684		A1RI		684		TCGA-E9-A1RI		1025		43		Stage IIIA		Positive		[Not Evaluated]		[Not Evaluated]		Unclassified		3.330872972

		685		A1X5		685		TCGA-D8-A1X5		827		81		Stage IIIC		Positive		Positive		Positive		ER+/HER2+		3.256003074

		686		A1X6		686		TCGA-D8-A1X6		828		80		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.659949715

		687		A1X7		687		TCGA-D8-A1X7		829		40		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.394357683

		688		A1X8		688		TCGA-D8-A1X8		830		62		Stage IIIA		Positive		Indeterminate		Negative		ER+/HER2-		3.293545636

		689		A1X9		689		TCGA-D8-A1X9		831		66		Stage IIB		Positive		Positive		Indeterminate		Unclassified		4.030353308

		690		A1XA		690		TCGA-D8-A1XA		832		64		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.730860529

		691		A1XB		691		TCGA-D8-A1XB		833		62		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.644498612

		692		A1XC		692		TCGA-D8-A1XC		834		85		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		1.051079415

		693		A1XD		693		TCGA-D8-A1XD		835		36		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		1.156053348

		694		A1XF		694		TCGA-D8-A1XF		836		45		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.768267998

		695		A1XG		695		TCGA-D8-A1XG		837		86		Stage IIIB		Positive		Negative		Negative		ER+/HER2-		0.575621109

		696		A1XJ		696		TCGA-D8-A1XJ		838		76		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		1.743100916

		697		A1XK		697		TCGA-D8-A1XK		839		55		Stage IIB		Negative		Negative		Negative		ER-/HER2-		5.081409307

		698		A1XL		698		TCGA-D8-A1XL		840		34		Stage IIB		Positive		Positive		Equivocal		Unclassified		5.563029006

		699		A1XM		699		TCGA-D8-A1XM		841		57		Stage IA		Positive		Positive		Negative		ER+/HER2-		4.614009961

		700		A1XO		700		TCGA-D8-A1XO		842		56		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.060293728

		701		A1XQ		701		TCGA-D8-A1XQ		843		69		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.236131912

		702		A1XR		702		TCGA-D8-A1XR		844		56		Stage IIB		Positive		Positive		Negative		ER+/HER2-		1.825952388

		703		A1XS		703		TCGA-D8-A1XS		845		48		Stage IIIC		Positive		Positive		Positive		ER+/HER2+		3.398257543

		704		A1XT		704		TCGA-D8-A1XT		846		61		Stage IIA		Negative		Negative		Positive		ER-/HER2+		4.328571345

		705		A1XU		705		TCGA-D8-A1XU		847		56		Stage IA		Positive		Positive		Negative		ER+/HER2-		1.996454133

		706		A1XV		706		TCGA-D8-A1XV		848		84		Stage IIA		Positive		Positive		Negative		ER+/HER2-		0.143478719

		707		A1XW		707		TCGA-D8-A1XW		849		53		Stage IIA		Negative		Positive		Negative		ER-/HER2-		3.811237238

		708		A1XY		708		TCGA-D8-A1XY		850		74		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.731853351

		709		A1XZ		709		TCGA-D8-A1XZ		851		81		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		3.629358349

		710		A1Y0		710		TCGA-D8-A1Y0		852		65		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		5.039632468

		711		A1Y1		711		TCGA-D8-A1Y1		853		80		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.791787899

		712		A1Y2		712		TCGA-D8-A1Y2		854		71		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.53987208

		713		A1Y3		713		TCGA-D8-A1Y3		855		61		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.542690471

		714		A201		714		TCGA-BH-A201		726		64		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.442711896

		715		A202		715		TCGA-BH-A202		727		60		Stage II		Positive		Positive		Positive		ER+/HER2+		4.80371776

		716		A203		716		TCGA-BH-A203		729		78		Stage IIB		Negative		[Not Evaluated]		Negative		ER-/HER2-		4.171372441

		717		A204		717		TCGA-BH-A204		730		80		Stage IIB		Positive		[Not Evaluated]		Negative		ER+/HER2-		0.627650167

		718		A208		718		TCGA-BH-A208		733		48		Stage IIB		Negative		[Not Evaluated]		Negative		ER-/HER2-		2.763851032

		719		A209		719		TCGA-BH-A209		734		77		Stage I		Positive		Positive		Negative		ER+/HER2-		6.375098002

		720		A226		720		TCGA-E9-A226		1026		45		Stage IIIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		-0.918494432

		721		A227		721		TCGA-E9-A227		1027		42		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.066234472

		722		A228		722		TCGA-E9-A228		1028		58		Stage IIB		Positive		[Not Evaluated]		Positive		ER+/HER2+		1.554037639

		723		A229		723		TCGA-E9-A229		1029		37		Stage IA		Positive		[Not Evaluated]		Negative		ER+/HER2-		3.826124536

		724		A22A		724		TCGA-E9-A22A		1030		74		Stage IIA		Positive		Negative		Negative		ER+/HER2-		4.616584408

		725		A22B		725		TCGA-E9-A22B		1031		71		Stage IA		Positive		Negative		Negative		ER+/HER2-		2.951023419

		726		A22D		726		TCGA-E9-A22D		1032		38		Stage IIA		Positive		Positive		Positive		ER+/HER2+		7.178759034

		727		A22E		727		TCGA-E9-A22E		1033		56		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		3.826542346

		728		A22G		728		TCGA-E9-A22G		1034		47		Stage IIA		Negative		Negative		Positive		ER-/HER2+		3.362899217

		729		A22H		729		TCGA-E9-A22H		1035		42		Stage IIB		Positive		Positive		Positive		ER+/HER2+		3.706989336

		730		A23C		730		TCGA-AC-A23C		259		62		Stage IIB		Positive		Positive		Positive		ER+/HER2+		4.074450489

		731		A23E		731		TCGA-AC-A23E		260		50		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.335190953

		732		A23G		732		TCGA-AC-A23G		261		76		Stage IIA		Positive		Positive		Positive		ER+/HER2+		3.500040714

		733		A23H		733		TCGA-AC-A23H		262		90		Stage IIA		Positive		Negative		Positive		ER+/HER2+		2.246435828

		734		A243		734		TCGA-E9-A243		1036		52		Stage IIA		Negative		[Not Evaluated]		Negative		ER-/HER2-		6.292054742

		735		A244		735		TCGA-E9-A244		1037		54		Stage IIA		Negative		[Not Evaluated]		Negative		ER-/HER2-		2.680466075

		736		A245		736		TCGA-E9-A245		1038		47		Stage IIB		Positive		[Not Evaluated]		Negative		ER+/HER2-		2.273151135

		737		A247		737		TCGA-E9-A247		1039		59		Stage IA		Positive		[Not Evaluated]		Negative		ER+/HER2-		2.019117755

		738		A248		738		TCGA-E9-A248		1040		51		Stage IIA		Negative		[Not Evaluated]		Negative		ER-/HER2-		6.064582325

		739		A249		739		TCGA-E9-A249		1041		45		Stage IIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		4.120337094

		740		A24A		740		TCGA-E9-A24A		1042		69		Stage IIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		3.209105057

		741		A24H		741		TCGA-AR-A24H		431		65		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.349900477

		742		A24K		742		TCGA-AR-A24K		432		46		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.417352817

		743		A24L		743		TCGA-AR-A24L		433		26		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.354796946

		744		A24M		744		TCGA-AR-A24M		434		38		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.428990751

		745		A24N		745		TCGA-AR-A24N		435		54		Stage I		Positive		Positive		Negative		ER+/HER2-		3.263557847

		746		A24O		746		TCGA-AR-A24O		436		43		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.069572221

		747		A24P		747		TCGA-AR-A24P		437		47		Stage I		Positive		Positive		Equivocal		Unclassified		3.331726377

		748		A24Q		748		TCGA-AR-A24Q		438		49		Stage IIB		Positive		Negative		Negative		ER+/HER2-		4.256800308

		749		A24R		749		TCGA-AR-A24R		439		45		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.283496773

		750		A24S		750		TCGA-AR-A24S		440		61		Stage I		Positive		Positive		Negative		ER+/HER2-		4.197201825

		751		A24T		751		TCGA-AR-A24T		441		46		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.202580548

		752		A24U		752		TCGA-AR-A24U		442		47		Stage IIA		Negative		Negative		Positive		ER-/HER2+		5.331955226

		753		A24V		753		TCGA-AR-A24V		443		52		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.124261652

		754		A24W		754		TCGA-AR-A24W		444		55		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.701205567

		755		A24X		755		TCGA-AR-A24X		445		52		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.629022087

		756		A24Z		756		TCGA-AR-A24Z		446		57		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.617251451

		757		A250		757		TCGA-AR-A250		447		58		Stage IIA		Positive		Negative		Positive		ER+/HER2+		3.868825077

		758		A251		758		TCGA-AR-A251		448		51		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		3.92609022

		759		A252		759		TCGA-AR-A252		449		50		Stage I		Positive		Positive		Negative		ER+/HER2-		6.092440605

		760		A254		760		TCGA-AR-A254		450		50		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		4.903411516

		761		A255		761		TCGA-AR-A255		451		62		Stage I		Positive		Positive		Positive		ER+/HER2+		4.309560478

		762		A256		762		TCGA-AR-A256		452		45		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.075023031

		763		A259		763		TCGA-A2-A259		100		70		Stage I		Positive		Positive		Negative		ER+/HER2-		4.768212581

		764		A25A		764		TCGA-A2-A25A		101		44		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.065646096

		765		A25B		765		TCGA-A2-A25B		102		39		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.593407866

		766		A25C		766		TCGA-A2-A25C		103		50		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.635578813

		767		A25D		767		TCGA-A2-A25D		104		90		Stage IIIC		Positive		Negative		Negative		ER+/HER2-		5.094088294

		768		A25E		768		TCGA-A2-A25E		105		34		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.450106434

		769		A25F		769		TCGA-A2-A25F		106		66		Stage IIA		Negative		Positive		Negative		ER-/HER2-		7.261621179

		770		A26E		770		TCGA-A7-A26E		147		71		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.584465553

		771		A26F		771		TCGA-A7-A26F		148		55		Stage IA		Negative		Negative		Negative		ER-/HER2-		4.92813155

		772		A26G		772		TCGA-A7-A26G		149		50		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.351532697

		773		A26H		773		TCGA-A7-A26H		150		72		Stage IIA		Positive		Negative		Equivocal		Unclassified		3.623449634

		774		A26I		774		TCGA-A7-A26I		151		65		Stage IIA		Negative		Negative		Negative		ER-/HER2-		1.959751857

		775		A26J		775		TCGA-A7-A26J		152		49		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.208077045

		776		A26V		776		TCGA-C8-A26V		782		47		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.971849042

		777		A26W		777		TCGA-C8-A26W		783		58		Stage IIB		Positive		Positive		Positive		ER+/HER2+		4.20077421

		778		A26X		778		TCGA-C8-A26X		784		58		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.924537118

		779		A26Y		779		TCGA-C8-A26Y		785		90		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.261572526

		780		A26Z		780		TCGA-C8-A26Z		786		59		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.976000335

		781		A273		781		TCGA-C8-A273		787		29		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.747283237

		782		A274		782		TCGA-C8-A274		788		63		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.463419876

		783		A275		783		TCGA-C8-A275		789		56		Stage IIA		Negative		[Not Evaluated]		Positive		ER-/HER2+		5.584388784

		784		A278		784		TCGA-C8-A278		790		61		Stage IIIA		Negative		Negative		Positive		ER-/HER2+		5.376889406

		785		A27A		785		TCGA-C8-A27A		791		48		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.69839264

		786		A27B		786		TCGA-C8-A27B		792		48		Stage IIB		Negative		Negative		Negative		ER-/HER2-		5.492901929

		787		A27E		787		TCGA-D8-A27E		856		66		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.00056609

		788		A27F		788		TCGA-D8-A27F		857		40		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.821499481

		789		A27G		789		TCGA-D8-A27G		858		75		Stage IIA		Positive		Positive		Positive		ER+/HER2+		4.141393519

		790		A27H		790		TCGA-D8-A27H		859		72		Stage IIA		Negative		Negative		Negative		ER-/HER2-		2.653419109

		791		A27I		791		TCGA-D8-A27I		860		58		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.364205545

		792		A27K		792		TCGA-D8-A27K		861		47		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.288827601

		793		A27L		793		TCGA-D8-A27L		862		49		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.309666218

		794		A27M		794		TCGA-D8-A27M		863		59		Stage IA		Negative		Negative		Negative		ER-/HER2-		6.338956056

		795		A27N		795		TCGA-D8-A27N		864		36		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		3.125221591

		796		A27P		796		TCGA-D8-A27P		865		64		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.809852272

		797		A27R		797		TCGA-D8-A27R		866		41		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.693958558

		798		A27T		798		TCGA-D8-A27T		867		53		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		4.218607887

		799		A27V		799		TCGA-D8-A27V		868		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.376689165

		800		A27W		800		TCGA-D8-A27W		869		55		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		3.709592205

		801		A28O		801		TCGA-BH-A28O		736		50		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.493705959

		802		A28Q		802		TCGA-BH-A28Q		737		46		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.16347258

		803		A295		803		TCGA-E9-A295		1043		71		Stage IIA		Positive		Positive		Positive		ER+/HER2+		3.162473247

		804		A2B8		804		TCGA-AC-A2B8		264		84		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.730862586

		805		A2BK		805		TCGA-AC-A2BK		265		78		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		2.364387204

		806		A2BM		806		TCGA-AC-A2BM		266		41		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.636632354

		807		A2C8		807		TCGA-GI-A2C8		1095		63		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		3.748717155

		808		A2C9		808		TCGA-GI-A2C9		1097		58		Stage IIB		Negative		Negative		Negative		ER-/HER2-		3.637742441

		809		A2D9		809		TCGA-GM-A2D9		1099		69		Stage I		Positive		Positive		Negative		ER+/HER2-		2.638878904

		810		A2DA		810		TCGA-GM-A2DA		1100		46		Stage IIB		Positive		Positive		Positive		ER+/HER2+		3.546669508

		811		A2DB		811		TCGA-GM-A2DB		1101		62		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.484122308

		812		A2DC		812		TCGA-GM-A2DC		1102		57		Stage IIA		Positive		Positive		[Not Evaluated]		Unclassified		2.521294756

		813		A2DD		813		TCGA-GM-A2DD		1103		53		Stage I		Negative		Negative		Negative		ER-/HER2-		6.079408065

		814		A2DF		814		TCGA-GM-A2DF		1104		53		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.215078844

		815		A2DH		815		TCGA-GM-A2DH		1105		58		Stage I		Negative		Negative		Negative		ER-/HER2-		5.819408234

		816		A2DI		816		TCGA-GM-A2DI		1106		52		Stage I		Negative		Negative		Negative		ER-/HER2-		6.708683696

		817		A2DK		817		TCGA-GM-A2DK		1107		58		Stage I		Positive		Negative		Negative		ER+/HER2-		3.815874817

		818		A2DL		818		TCGA-GM-A2DL		1108		50		Stage I		Positive		Positive		Negative		ER+/HER2-		2.962804432

		819		A2DM		819		TCGA-GM-A2DM		1109		57		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.400814628

		820		A2DN		820		TCGA-GM-A2DN		1110		58		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.655247611

		821		A2DO		821		TCGA-GM-A2DO		1111		54		Stage I		Positive		Positive		Negative		ER+/HER2-		6.566700906

		822		A2FB		822		TCGA-AC-A2FB		268		65		Stage IIA		Positive		Positive		Positive		ER+/HER2+		5.986283016

		823		A2FF		823		TCGA-AC-A2FF		270		40		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.141197202

		824		A2FG		824		TCGA-AC-A2FG		271		79		Stage IIB		Positive		Negative		Negative		ER+/HER2-		2.883065119

		825		A2FK		825		TCGA-AC-A2FK		272		45		Stage IIIC		Positive		Positive		[Not Evaluated]		Unclassified		4.833254518

		826		A2FM		826		TCGA-AC-A2FM		273		87		Stage IIB		Positive		[Not Evaluated]		Positive		ER+/HER2+		2.398237257

		827		A2FO		827		TCGA-AC-A2FO		275		65		Stage IIB		Positive		Negative		Negative		ER+/HER2-		5.148808471

		828		A2FR		828		TCGA-EW-A2FR		1087		59		Stage IIIC		Negative		Negative		Positive		ER-/HER2+		3.314845676

		829		A2FS		829		TCGA-EW-A2FS		1088		41		Stage IIB		Positive		Negative		Negative		ER+/HER2-		3.670294553

		830		A2FV		830		TCGA-EW-A2FV		1089		39		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		4.698332635

		831		A2FW		831		TCGA-EW-A2FW		1090		52		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.999179948

		832		A2IU		832		TCGA-B6-A2IU		516		62		Stage IIA		Positive		Positive		[Not Evaluated]		Unclassified		1.744037838

		833		A2JS		833		TCGA-E9-A2JS		1044		72		Stage IIB		Positive		[Not Evaluated]		Negative		ER+/HER2-		2.631210569

		834		A2JT		834		TCGA-E9-A2JT		1045		63		Stage IIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		7.069961919

		835		A2KD		835		TCGA-A7-A2KD		153		53		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		4.434421711

		836		A2L8		836		TCGA-BH-A2L8		738		45		Stage IIA		Positive		Positive		Negative		ER+/HER2-		6.096459601

		837		A2LE		837		TCGA-AR-A2LE		453		69		Stage I		Positive		Negative		Negative		ER+/HER2-		2.3282755

		838		A2LH		838		TCGA-AR-A2LH		454		55		Stage III		Negative		Negative		Negative		ER-/HER2-		5.549570167

		839		A2LJ		839		TCGA-AR-A2LJ		455		40		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		3.535536153

		840		A2LK		840		TCGA-AR-A2LK		456		62		Stage III		Positive		Positive		Negative		ER+/HER2-		2.166642821

		841		A2LL		841		TCGA-AR-A2LL		457		70		Stage IIB		Positive		Positive		Positive		ER+/HER2+		2.818400221

		842		A2LM		842		TCGA-AR-A2LM		458		49		Stage II		Positive		Positive		[Not Evaluated]		Unclassified		3.752458334

		843		A2LN		843		TCGA-AR-A2LN		459		65		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.208701574

		844		A2LO		844		TCGA-AR-A2LO		460		46		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.955833907

		845		A2LQ		845		TCGA-AR-A2LQ		461		59		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.202268548

		846		A2LR		846		TCGA-AR-A2LR		462		49		Stage I		Negative		Negative		Negative		ER-/HER2-		3.302395295

		847		A2NL		847		TCGA-HN-A2NL		1120		56		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.068140327

		848		A2OB		848		TCGA-HN-A2OB		1121		45		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.141823218

		849		A2P5		849		TCGA-E2-A2P5		970		78		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.083928764

		850		A2P6		850		TCGA-E2-A2P6		971		77		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.196091873

		851		A2QH		851		TCGA-AC-A2QH		276		58		Stage IIB		Negative		Negative		Negative		ER-/HER2-		2.016040609

		852		A2QI		852		TCGA-AC-A2QI		277		76		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		4.256087638

		853		A2QJ		853		TCGA-AC-A2QJ		278		48		Stage IIIB		Negative		Negative		Negative		ER-/HER2-		3.462082293

		854		A3BB		854		TCGA-AC-A3BB		279		46		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		5.155619789

		855		A3DX		855		TCGA-E2-A3DX		972		43		Stage IIIC		Positive		Positive		Positive		ER+/HER2+		5.448711319

		856		A3HN		856		TCGA-AC-A3HN		280		87		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.449337287

		857		A3HO		857		TCGA-E9-A3HO		1046		49		Stage IIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		3.496316412

		858		A3IY		858		TCGA-A7-A3IY		154		71		Stage I		Positive		Positive		Negative		ER+/HER2-		3.049672566

		859		A3IZ		859		TCGA-A7-A3IZ		155		62		Stage IIA		Positive		Negative		Equivocal		Unclassified		1.428952559

		860		A3J0		860		TCGA-A7-A3J0		156		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.383692515

		861		A3J1		861		TCGA-A7-A3J1		157		63		Stage IA		Positive		Positive		Negative		ER+/HER2-		5.145175624

		862		A3KC		862		TCGA-A2-A3KC		107		55		Stage IIB		Positive		Positive		Equivocal		Unclassified		3.270644183

		863		A3KD		863		TCGA-A2-A3KD		108		47		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.728157949

		864		A3M7		864		TCGA-C8-A3M7		793		60		Stage IIIB		Negative		Negative		Negative		ER-/HER2-		3.430464926

		865		A3M8		865		TCGA-C8-A3M8		794		68		Stage IA		Positive		Positive		Positive		ER+/HER2+		1.761769249

		866		A3NW		866		TCGA-GM-A3NW		1112		63		Stage IIA		Negative		Positive		Negative		ER-/HER2-		3.534006228

		867		A3NY		867		TCGA-GM-A3NY		1113		72		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.622092719

		868		A3OD		868		TCGA-AC-A3OD		281		68		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.777058609

		869		A3Q9		869		TCGA-E9-A3Q9		1047		78		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		2.439447652

		870		A3QA		870		TCGA-E9-A3QA		1048		33		Stage IIA		Negative		[Not Evaluated]		Negative		ER-/HER2-		6.329872354

		871		A3QP		871		TCGA-AC-A3QP		282		79		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.106573171

		872		A3RF		872		TCGA-A7-A3RF		158		79		Stage IIA		Positive		Positive		Negative		ER+/HER2-		0.978131133

		873		A3TN		873		TCGA-AC-A3TN		283		75		Stage IIB		Positive		Positive		Positive		ER+/HER2+		1.827121185

		874		A3U0		874		TCGA-EW-A3U0		1092		61		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		6.494185941

		875		A3W5		875		TCGA-AC-A3W5		284		65		Stage IIA		Positive		Positive		Positive		ER+/HER2+		4.578392415

		876		A3W6		876		TCGA-AC-A3W6		285		90		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.177440618

		877		A3X8		877		TCGA-E9-A3X8		1049		48		Stage IIB		Positive		Positive		Positive		ER+/HER2+		3.312507688

		878		A3XG		878		TCGA-GM-A3XG		1114		46		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		2.789801496

		879		A3XL		879		TCGA-GM-A3XL		1115		49		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.622741756

		880		A3XN		880		TCGA-GM-A3XN		1116		44		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		3.84993841

		881		A3XS		881		TCGA-A2-A3XS		109		62		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		3.825579388

		882		A3XT		882		TCGA-A2-A3XT		110		45		Stage IIB		Negative		Negative		Negative		ER-/HER2-		4.090797558

		883		A3XU		883		TCGA-A2-A3XU		111		35		Stage IIB		Negative		Negative		Negative		ER-/HER2-		-0.200608352

		884		A3XV		884		TCGA-A2-A3XV		112		46		Stage IIA		Positive		Negative		Positive		ER+/HER2+		1.114605913

		885		A3XW		885		TCGA-A2-A3XW		113		42		Stage IIB		Positive		Negative		Negative		ER+/HER2-		3.256074534

		886		A3XX		886		TCGA-A2-A3XX		114		49		Stage IIA		Negative		Negative		Negative		ER-/HER2-		4.51608146

		887		A3XY		887		TCGA-A2-A3XY		115		49		Stage IIB		Negative		Negative		Negative		ER-/HER2-		5.103714249

		888		A3XZ		888		TCGA-A2-A3XZ		116		46		Stage I		Negative		Negative		Positive		ER-/HER2+		5.264782124

		889		A3Y0		889		TCGA-A2-A3Y0		117		57		Stage IIB		Positive		Negative		Negative		ER+/HER2-		5.494375635

		890		A3YI		890		TCGA-AC-A3YI		286		74		Stage IIIC		Positive		Positive		Positive		ER+/HER2+		3.863025075

		891		A3YJ		891		TCGA-AC-A3YJ		287		66		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.897936527

		892		A3YW		892		TCGA-JL-A3YW		1122		49		Stage IIB		Positive		Positive		Positive		ER+/HER2+		4.555551305

		893		A3YX		893		TCGA-JL-A3YX		1123		46		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.256473186

		894		A3Z5		894		TCGA-D8-A3Z5		870		54		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		2.61181213

		895		A3Z6		895		TCGA-D8-A3Z6		871		56		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		1.988321957

		896		A400		896		TCGA-B6-A400		517		43		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		3.557814001

		897		A401		897		TCGA-B6-A401		518		47		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.63601848

		898		A402		898		TCGA-B6-A402		519		47		Stage I		Negative		Negative		Negative		ER-/HER2-		1.512536073

		899		A408		899		TCGA-B6-A408		520		55		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		4.332793256

		900		A40B		900		TCGA-B6-A40B		521		76		Stage I		Positive		Positive		Negative		ER+/HER2-		2.802204158

		901		A40C		901		TCGA-B6-A40C		522		51		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.1278186

		902		A423		902		TCGA-EW-A423		1093		75		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.162593974

		903		A424		903		TCGA-EW-A424		1094		51		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		1.244064301

		904		A425		904		TCGA-A7-A425		159		70		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		2.896819869

		905		A426		905		TCGA-A7-A426		160		50		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.708629916

		906		A42T		906		TCGA-BH-A42T		739		75		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.510152714

		907		A42U		907		TCGA-BH-A42U		740		80		Stage IA		Negative		Negative		Negative		ER-/HER2-		4.227335132

		908		A42V		908		TCGA-BH-A42V		741		41		Stage IB		Positive		Positive		Negative		ER+/HER2-		3.869445425

		909		A440		909		TCGA-LL-A440		1129		61		Stage IA		Positive		Positive		Negative		ER+/HER2-		4.132179914

		910		A441		910		TCGA-LL-A441		1130		62		Stage IA		Negative		Negative		Negative		ER-/HER2-		6.177189452

		911		A442		911		TCGA-LL-A442		1131		56		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.951661531

		912		A4E0		912		TCGA-GM-A4E0		1117		67		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		4.151999951

		913		A4E4		913		TCGA-LQ-A4E4		1148		73		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		1.307656076

		914		A4RW		914		TCGA-A2-A4RW		118		49		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		4.108326819

		915		A4RX		915		TCGA-A2-A4RX		119		67		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.60141498

		916		A4RY		916		TCGA-A2-A4RY		120		46		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		5.062000793

		917		A4S0		917		TCGA-A2-A4S0		121		77		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.954680576

		918		A4S1		918		TCGA-A2-A4S1		122		66		Stage IIA		Positive		Negative		Negative		ER+/HER2-		2.540086446

		919		A4S2		919		TCGA-A2-A4S2		123		62		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		5.152001861

		920		A4S3		920		TCGA-A2-A4S3		124		59		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.631196039

		921		A4SA		921		TCGA-A7-A4SA		161		40		Stage IIB		Positive		Negative		Negative		ER+/HER2-		4.424254747

		922		A4SB		922		TCGA-A7-A4SB		162		56		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		1.406519609

		923		A4SC		923		TCGA-A7-A4SC		163		62		Stage IIB		Positive		Negative		Positive		ER+/HER2+		3.472625823

		924		A4SD		924		TCGA-A7-A4SD		164		52		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.818282529

		925		A4SE		925		TCGA-A7-A4SE		165		54		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.671364233

		926		A4SF		926		TCGA-A7-A4SF		166		54		Stage IIA		Positive		Negative		Positive		ER+/HER2+		3.97236902

		927		A4Z1		927		TCGA-D8-A4Z1		872		68		Stage IA		Positive		Positive		Negative		ER+/HER2-		4.342920977

		928		A50Y		928		TCGA-LL-A50Y		1132		84		Stage IIA		Positive		Positive		Equivocal		Unclassified		3.280444416

		929		A51U		929		TCGA-MS-A51U		1149		44		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.490461081

		930		A54N		930		TCGA-AQ-A54N		395		51		Stage IIA		Negative		Negative		Negative		ER-/HER2-		2.158840291

		931		A54O		931		TCGA-AQ-A54O		396		51		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.426075288

		932		A54X		932		TCGA-E9-A54X		1050		85		Stage IA		Positive		Positive		Negative		ER+/HER2-		0.683408245

		933		A54Y		933		TCGA-E9-A54Y		1051		63		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		0.563305663

		934		A56D		934		TCGA-A7-A56D		167		84		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.339301555

		935		A56Z		935		TCGA-E2-A56Z		973		69		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.562411203

		936		A570		936		TCGA-E2-A570		974		47		Stage IB		Positive		Positive		Negative		ER+/HER2-		2.06253319

		937		A572		937		TCGA-E2-A572		975		72		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		0.974393662

		938		A573		938		TCGA-E2-A573		976		48		Stage IA		Negative		Negative		Negative		ER-/HER2-		5.859282286

		939		A574		939		TCGA-E2-A574		977		44		Stage IIA		Negative		Negative		Negative		ER-/HER2-		-0.19258116

		940		A576		940		TCGA-E2-A576		978		69		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.129556895

		941		A5D6		941		TCGA-OL-A5D6		1151		71		Stage IIA		Negative		Negative		[Not Evaluated]		Unclassified		2.837983223

		942		A5D7		942		TCGA-OL-A5D7		1152		70		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.5727398

		943		A5D8		943		TCGA-OL-A5D8		1153		40		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.658432717

		944		A5DA		944		TCGA-OL-A5DA		1154		61		Stage IIA		Positive		Positive		[Not Evaluated]		Unclassified		3.845972335

		945		A5DC		945		TCGA-PE-A5DC		1174		72		Stage IIIA		Positive		Positive		Positive		ER+/HER2+		2.613124507

		946		A5DD		946		TCGA-PE-A5DD		1175		64		Stage IIA		Positive		Negative		Positive		ER+/HER2+		3.603412178

		947		A5DE		947		TCGA-PE-A5DE		1176		41		Stage IIA		Positive		Positive		Negative		ER+/HER2-		6.427590551

		948		A5FK		948		TCGA-E9-A5FK		1052		60		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		5.662890257

		949		A5FL		949		TCGA-E9-A5FL		1053		65		Stage IIB		Negative		Negative		Negative		ER-/HER2-		2.383824287

		950		A5IZ		950		TCGA-BH-A5IZ		742		51		Stage IIB		Positive		Negative		Negative		ER+/HER2-		2.806483724

		951		A5J0		951		TCGA-BH-A5J0		743		63		Stage IA		Positive		Positive		Negative		ER+/HER2-		4.36767399

		952		A5PV		952		TCGA-GM-A5PV		1118		63		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.858168277

		953		A5PX		953		TCGA-GM-A5PX		1119		65		Stage IIB		Positive		Positive		Negative		ER+/HER2-		2.655249744

		954		A5Q2		954		TCGA-OK-A5Q2		1150		59		Stage II		Positive		Positive		Negative		ER+/HER2-		4.837927933

		955		A5QM		955		TCGA-AR-A5QM		463		62		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.163492313

		956		A5QN		956		TCGA-AR-A5QN		464		68		Stage IIIC		Positive		Positive		Positive		ER+/HER2+		3.518830636

		957		A5QP		957		TCGA-AR-A5QP		465		54		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.258151551

		958		A5QQ		958		TCGA-AR-A5QQ		466		68		Stage IIIA		Negative		Negative		Negative		ER-/HER2-		5.662122477

		959		A5RU		959		TCGA-OL-A5RU		1155		63		Stage IIA		Positive		Positive		[Not Evaluated]		Unclassified		5.034397407

		960		A5RV		960		TCGA-OL-A5RV		1156		43		Stage IIIC		Positive		Positive		[Not Evaluated]		Unclassified		3.917242398

		961		A5RW		961		TCGA-OL-A5RW		1157		40		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.435315861

		962		A5RX		962		TCGA-OL-A5RX		1158		51		Stage IA		Positive		Positive		[Not Evaluated]		Unclassified		3.83796279

		963		A5RY		963		TCGA-OL-A5RY		1159		52		Stage IIA		Positive		Negative		Positive		ER+/HER2+		5.764916863

		964		A5RZ		964		TCGA-OL-A5RZ		1160		57		Stage IA		Positive		Negative		Positive		ER+/HER2+		1.618080172

		965		A5S0		965		TCGA-OL-A5S0		1161		66		Stage IIB		Positive		Negative		Negative		ER+/HER2-		4.03938241

		966		A5UO		966		TCGA-E9-A5UO		1054		41		Stage IIA		Positive		[Not Evaluated]		[Not Evaluated]		Unclassified		2.741185568

		967		A5UP		967		TCGA-E9-A5UP		1055		63		Stage IIA		Positive		[Not Evaluated]		Positive		ER+/HER2+		3.349301212

		968		A5XS		968		TCGA-AC-A5XS		288		74		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.589215442

		969		A5YL		969		TCGA-LL-A5YL		1133		64		Stage IIB		Positive		Negative		Positive		ER+/HER2+		3.826776474

		970		A5YM		970		TCGA-LL-A5YM		1134		88		Stage IIIB		Positive		Positive		Negative		ER+/HER2-		1.951489861

		971		A5YN		971		TCGA-LL-A5YN		1135		46		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.439731012

		972		A5YO		972		TCGA-LL-A5YO		1136		50		Stage IA		Negative		Negative		Negative		ER-/HER2-		6.396412109

		973		A5YP		973		TCGA-LL-A5YP		1137		49		Stage IIB		Positive		Negative		Negative		ER+/HER2-		3.841389252

		974		A5ZV		974		TCGA-A7-A5ZV		168		62		Stage IIA		Negative		Negative		Negative		ER-/HER2-		1.949041392

		975		A5ZW		975		TCGA-A7-A5ZW		169		47		Stage IIA		Positive		Positive		Negative		ER+/HER2-		3.402401007

		976		A5ZX		976		TCGA-A7-A5ZX		170		48		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		2.455192851

		977		A62V		977		TCGA-AC-A62V		289		58		Stage IV		Positive		Positive		Negative		ER+/HER2-		1.095549142

		978		A62X		978		TCGA-AC-A62X		290		72		Stage IIA		Positive		Negative		Negative		ER+/HER2-		2.46037248

		979		A62Y		979		TCGA-AC-A62Y		291		79		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.086948094

		980		A66H		980		TCGA-OL-A66H		1162		74		Stage IB		Positive		Positive		Negative		ER+/HER2-		3.796592683

		981		A66I		981		TCGA-OL-A66I		1163		36		Stage IIA		Negative		Negative		Negative		ER-/HER2-		6.554904393

		982		A66J		982		TCGA-OL-A66J		1164		80		Stage I		Positive		Positive		[Not Evaluated]		Unclassified		3.281902404

		983		A66K		983		TCGA-OL-A66K		1165		72		Stage IIA		Positive		Positive		Equivocal		Unclassified		2.123059741

		984		A66L		984		TCGA-OL-A66L		1166		71		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.512497234

		985		A66N		985		TCGA-OL-A66N		1167		59		Stage IIIC		Positive		Negative		Negative		ER+/HER2-		3.90376194

		986		A66O		986		TCGA-OL-A66O		1168		39		Stage IIB		Positive		Positive		Negative		ER+/HER2-		1.18277435

		987		A66P		987		TCGA-OL-A66P		1169		75		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.578980531

		988		A66U		988		TCGA-LD-A66U		1124		44		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.005151137

		989		A6FP		989		TCGA-LL-A6FP		1138		90		Stage IIA		Positive		Positive		Negative		ER+/HER2-		0.071666338

		990		A6FQ		990		TCGA-LL-A6FQ		1139		77		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		1.87774586

		991		A6FR		991		TCGA-LL-A6FR		1140		50		Stage IIA		Negative		Positive		Negative		ER-/HER2-		0.39670207

		992		A6HE		992		TCGA-E9-A6HE		1056		45		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.969887502

		993		A6IV		993		TCGA-AC-A6IV		292		47		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.404203785

		994		A6IW		994		TCGA-AC-A6IW		293		73		Stage IIA		Negative		Negative		Negative		ER-/HER2-		5.393046536

		995		A6IX		995		TCGA-AC-A6IX		295		49		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		3.636420427

		996		A6NO		996		TCGA-AC-A6NO		296		43		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.978498517

		997		A6R8		997		TCGA-BH-A6R8		744		46		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.446059154

		998		A6R9		998		TCGA-BH-A6R9		745		61		Stage IIA		Negative		Positive		Negative		ER-/HER2-		5.186980072

		999		A6VO		999		TCGA-OL-A6VO		1170		43		Stage IA		Negative		Negative		Negative		ER-/HER2-		3.907427651

		1000		A6VQ		1000		TCGA-OL-A6VQ		1171		49		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.001350783

		1001		A6VR		1001		TCGA-OL-A6VR		1172		48		Stage IA		Positive		Positive		Negative		ER+/HER2-		3.574908903

		1002		A6VV		1002		TCGA-A7-A6VV		171		51		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.740106541

		1003		A6VW		1003		TCGA-A7-A6VW		172		48		Stage IIA		Negative		Negative		Negative		ER-/HER2-		3.522912813

		1004		A6VX		1004		TCGA-A7-A6VX		173		68		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.981575128

		1005		A6VY		1005		TCGA-A7-A6VY		174		48		Stage IIB		Negative		Negative		Negative		ER-/HER2-		5.464637387

		1006		A6ZF		1006		TCGA-S3-A6ZF		1181		64		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.573434079

		1007		A6ZG		1007		TCGA-S3-A6ZG		1182		71		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.439978759

		1008		A6ZH		1008		TCGA-S3-A6ZH		1183		29		Stage IIIC		Positive		Positive		Equivocal		Unclassified		3.242229022

		1009		A73U		1009		TCGA-D8-A73U		873		88		Stage IIA		Positive		Positive		Negative		ER+/HER2-		5.742818662

		1010		A73W		1010		TCGA-D8-A73W		874		79		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		3.350394689

		1011		A73X		1011		TCGA-D8-A73X		875		53		Stage IIA		Positive		Positive		Negative		ER+/HER2-		2.968658615

		1012		A73Y		1012		TCGA-LL-A73Y		1141		67		Stage IA		Negative		Negative		Negative		ER-/HER2-		4.405543959

		1013		A73Z		1013		TCGA-LL-A73Z		1142		55		Stage IV		Positive		Positive		Negative		ER+/HER2-		4.403890143

		1014		A740		1014		TCGA-LL-A740		1143		61		Stage IA		Negative		Negative		Equivocal		Unclassified		3.169359439

		1015		A74U		1015		TCGA-LD-A74U		1125		79		Stage IIIC		Positive		Negative		Negative		ER+/HER2-		3.719800339

		1016		A7SZ		1016		TCGA-LL-A7SZ		1144		49		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.35032178

		1017		A7T0		1017		TCGA-LL-A7T0		1145		70		Stage IIB		Positive		Positive		Positive		ER+/HER2+		3.577422041

		1018		A7U7		1018		TCGA-AQ-A7U7		397		55		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		6.105394123

		1019		A7VB		1019		TCGA-AC-A7VB		297		51		Stage IIA		Positive		Negative		Positive		ER+/HER2+		1.436537955

		1020		A7VC		1020		TCGA-AC-A7VC		298		56		Stage IIB		Negative		Negative		Negative		ER-/HER2-		3.386864221

		1021		A7W5		1021		TCGA-LD-A7W5		1126		52		Stage IIIC		Positive		Positive		Negative		ER+/HER2-		5.753057655

		1022		A7W6		1022		TCGA-LD-A7W6		1127		54		Stage IIB		Positive		Positive		Negative		ER+/HER2-		3.548771356

		1023		A86G		1023		TCGA-W8-A86G		1193		66		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.901039687

		1024		A899		1024		TCGA-XX-A899		1196		46		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		5.825672187

		1025		A89A		1025		TCGA-XX-A89A		1197		68		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.369196994

		1026		A8F5		1026		TCGA-LL-A8F5		1146		61		Stage IIA		Positive		Negative		Negative		ER+/HER2-		4.266429655

		1027		A8FY		1027		TCGA-BH-A8FY		746		87		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.103199555

		1028		A8FZ		1028		TCGA-BH-A8FZ		747		58		Stage IA		Positive		Positive		Equivocal		Unclassified		5.1287716

		1029		A8G0		1029		TCGA-BH-A8G0		748		54		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.019291618

		1030		A8HP		1030		TCGA-C8-A8HP		795		59		Stage IIIA		Negative		Negative		Positive		ER-/HER2+		5.072172485

		1031		A8HQ		1031		TCGA-C8-A8HQ		796		53		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.590301355

		1032		A8HR		1032		TCGA-C8-A8HR		797		49		Stage IIIA		Positive		[Not Evaluated]		Negative		ER+/HER2-		4.746050176

		1033		A8LV		1033		TCGA-PL-A8LV		1177		54		Stage IIIB		Negative		[Not Evaluated]		Negative		ER-/HER2-		4.470425977

		1034		A8LX		1034		TCGA-PL-A8LX		1178		35		Stage IV		Positive		[Not Evaluated]		Negative		ER+/HER2-		1.819356364

		1035		A8LY		1035		TCGA-PL-A8LY		1179		30		Stage IIB		Positive		[Not Evaluated]		Negative		ER+/HER2-		2.663979441

		1036		A8LZ		1036		TCGA-PL-A8LZ		1180		29		Stage IIIB		Negative		[Not Evaluated]		Negative		ER-/HER2-		6.479194968

		1037		A8OP		1037		TCGA-AC-A8OP		299		72		Stage IA		Positive		Positive		Indeterminate		Unclassified		3.804825433

		1038		A8OQ		1038		TCGA-AC-A8OQ		300		72		Stage IIB		Negative		Negative		Negative		ER-/HER2-		4.863743263

		1039		A8OR		1039		TCGA-AC-A8OR		301		75		Stage IA		Positive		Positive		Negative		ER+/HER2-		1.89586528

		1040		A8OS		1040		TCGA-AC-A8OS		302		71		Stage IIA		Positive		Positive		Positive		ER+/HER2+		4.015763493

		1041		A8R5		1041		TCGA-Z7-A8R5		1198		61		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.160145464

		1042		A8R6		1042		TCGA-Z7-A8R6		1199		46		Stage I		Positive		Positive		Negative		ER+/HER2-		2.806404712

		1043		A93S		1043		TCGA-UU-A93S		1192		63		Stage IV		Negative		Negative		Positive		ER-/HER2+		3.697961483

		1044		A97C		1044		TCGA-OL-A97C		1173		67		Stage IIB		Negative		Negative		Negative		ER-/HER2-		5.021192687

		1045		A9Q3		1045		TCGA-LL-A9Q3		1147		69		Stage IIIC		Positive		Positive		Positive		ER+/HER2+		2.714939174

		1046		A9QA		1046		TCGA-5T-A9QA		8		52		Stage IIA		Positive		Negative		Equivocal		Unclassified		1.509198758

		1047		A9QF		1047		TCGA-LD-A9QF		1128		73		Stage IA		Negative		Negative		Positive		ER-/HER2+		5.687331338

		1048		A9RU		1048		TCGA-E2-A9RU		979		90		Stage IIIC		Positive		Negative		Negative		ER+/HER2-		1.75632885

		1049		AA0Z		1049		TCGA-S3-AA0Z		1184		63		Stage IIB		Positive		Positive		Negative		ER+/HER2-		5.283395387

		1050		AA10		1050		TCGA-S3-AA10		1185		65		Stage IIA		Negative		Negative		Negative		ER-/HER2-		6.417525435

		1051		AA11		1051		TCGA-S3-AA11		1186		67		Stage IIA		Positive		Positive		Negative		ER+/HER2-		1.785724541

		1052		AA12		1052		TCGA-S3-AA12		1187		82		Stage IIIA		Positive		Negative		Negative		ER+/HER2-		1.740653788

		1053		AA14		1053		TCGA-S3-AA14		1188		47		Stage I		Positive		Positive		Positive		ER+/HER2+		3.056162633

		1054		AA15		1054		TCGA-S3-AA15		1189		51		Stage IIB		Negative		Negative		Negative		ER-/HER2-		6.090771003

		1055		AA17		1055		TCGA-S3-AA17		1190		64		Stage IIB		Positive		Positive		Negative		ER+/HER2-		6.428714236

		1056		AAAK		1056		TCGA-4H-AAAK		5		50		Stage IIIA		Positive		Positive		Equivocal		Unclassified		3.133261372

		1057		AAAU		1057		TCGA-3C-AAAU		1		55		Stage X		Positive		Positive		Negative		ER+/HER2-		1.560877359

		1058		AALI		1058		TCGA-3C-AALI		2		50		Stage IIB		Positive		Positive		Positive		ER+/HER2+		4.878126192

		1059		AALJ		1059		TCGA-3C-AALJ		3		62		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.513733616

		1060		AALK		1060		TCGA-3C-AALK		4		52		Stage IA		Positive		Positive		Positive		ER+/HER2+		3.300753297

		1061		AAT0		1061		TCGA-5L-AAT0		6		42		Stage IIA		Positive		Positive		Negative		ER+/HER2-		4.509280121

		1062		AAT1		1062		TCGA-5L-AAT1		7		63		Stage IV		Positive		Positive		Equivocal		Unclassified		5.339050738

		1063		AAZ6		1063		TCGA-UL-AAZ6		1191		73		Stage IIA		Positive		Positive		Positive		ER+/HER2+		2.161819461

		1064		AB28		1064		TCGA-BH-AB28		749		53		Stage IIIA		Positive		Positive		Negative		ER+/HER2-		4.331516975

		1065		AB41		1065		TCGA-WT-AB41		1194		55		Stage IIB		Positive		Positive		Negative		ER+/HER2-		4.852643049

		1066		AB44		1066		TCGA-WT-AB44		1195		77		Stage IA		Positive		Positive		Negative		ER+/HER2-		2.426671401
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